
TM✘
7mer-m8

CTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CA-UAGuu-'3     

          ||||||| |:||::|| :||          
  RTU '3-
   39928 

cCCTTCAGTGTCGTCcg CTCCAT
8m-rem7

-'5
  17928 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G-UAGG
31
U

41
U

51
G

61
Cauaguu-'3     

          ||||:|| |||:|::|              
  RTU '3-
   53047 

tCCATCTAGTGacactc CTCCGT
hctam

tcefrepmI

-'5
  31047 

M✘Imperfect
CTCTAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G-

61
CAUAGuu-'3     

          |||:||| || | | ||||:          
  RTU '3-
   08656 

cCCTCAACCCGTATTca CTCTAT
hctam

tcefrepmI

-'5
  85656 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G-UAGG
31
U

41
U

51
G

61
Cauaguu-'3     

          ||||:|| |||:|::|              
  RTU '3-
   05206 

tCCATCTAGTGacactt CTCCGT
hctam

tcefrepmI

-'5
  82206 

TM✘
7mer-m8

CTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GU-AGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          |||||||| ||:|||| | |          
  RTU '3-
   74313 

tCAGTCTAACGGACCct CTCCAT
8m-rem7

-'5
  52313 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G----UAGG
31
U

41
U

51
G

61
CAUaguu-'3     

          ||||:||    |||:|| |||            
  RTU '3-
   67013 

aCCCAGATCTAAGGTAaaga CTCCGT
hctam

tcefrepmI

-'5
  15013 

M✘Imperfect
CTTCAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAG--G
31
U

41
U

51
G

61
CA-UAguu-'3     

          ||:||||:||  || ||| ||           
  RTU '3-
   22203 

tCGTCATCATCGTCATgat CTTCAT
hctam

tcefrepmI

-'5
  89103 

M✘Imperfect
CTTCAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CA-UAGuu-'3     

          ||:||||||| | | | |||          
  RTU '3-
   89103 

tCATC-ATCATCATCgc CTTCAT
hctam

tcefrepmI

-'5
  77103 

M✘Imperfect
CTCTAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          |||:|||   :::||||||          
  RTU '3-
   06092 

tC---TGGCGTATCgc CTCTAT
hctam

tcefrepmI

-'5
  24092 

M✘Imperfect
CTCTAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUaguu-'3     

          |||:||| ||||:: ||            
  RTU '3-
   30652 

cC-TCCAGTTTAgggg CTCTAT
hctam

tcefrepmI

-'5
  38552 

M✘Imperfect
CTCTAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U-

41
U

51
G

61
CAUAguu-'3     

          |||:||| |||: | ||||           
  RTU '3-
   41232 

aC-TCCGGAAGTATatg CTCTAT
hctam

tcefrepmI

-'5
  39132 

M✘Imperfect
CTTCAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUaguu-'3     

          ||:|||| || | :|||            
  RTU '3-
    8187 

aC-TCGATTGTAcagg CTTCAT
hctam

tcefrepmI

-'5
  8977  

Predicted ByConservationPositionLocal AU2D Structure



M✘Offset 6mer
TCCATC

ANRim '5-a

deeS
2
g

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAuaguu-'3     

           ||||||| ||  |||             
  RTU '3-
   99797 

gCAACCTTCGTcagtc gTCCAT
rem6
tesffO

-'5
  87797 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUaguu-'3     

          ||||:||| :|| || |            
  RTU '3-
   28347 

cCACTCACCGAAggac CTCCGT
hctam

tcefrepmI

-'5
  16347 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:|| |:||  ||| |          
  RTU '3-
   82117 

tCCTTCA--GTAACtc CTCCGT
hctam

tcefrepmI

-'5
  90117 

TM✘
8mer

ACTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUagg
31
u

41
u

51
g

61
cauaguu-'3     

          ||||||||                     
  RTU '3-
   75774 

aCAcagatagaaaaag CTCCAT
rem8

-'5
  63774 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G-UAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:|| :||:|| |  ||          
  RTU '3-
   81443 

tCCGTCTAAAGACTCaa CTCCGT
hctam

tcefrepmI

-'5
  69343 

M✘Imperfect
TTCTAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          :||:|||:|:|: |||:|:          
  RTU '3-
   70902 

tCGTTCGTCGTGTTgg TTCTAT
hctam

tcefrepmI

-'5
  68802 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG-
31
U

41
U

51
G

61
CAuaguu-'3     

          ||||:||:||  ||| |             
  RTU '3-
   72002 

tCGTCGGAACCTtaaca CTCCGT
hctam

tcefrepmI

-'5
  50002 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAuaguu-'3     

          ||||:||:||: || |             
  RTU '3-
   72321 

cCGTCTCACTTccgga CTCCGT
hctam

tcefrepmI

-'5
  60321 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G---UAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:||   ||||| || |||          
  RTU '3-
    3484 

tCTCGATCCA-CGGATCct CTCCGT
hctam

tcefrepmI

-'5
  0284  

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GU-AGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:||| |||  ||| ||          
  RTU '3-
    7324 

cCAGTCC--CGTTTCgt CTCCGT
hctam

tcefrepmI

-'5
  7124  

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:||:||||:: || |          
  RTU '3-
    9331 

tCGTCCAGTCTACCgt CTCCGT
hctam

tcefrepmI

-'5
  8131  

Predicted ByConservationPositionLocal AU2D Structure



M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G-

61
CAUAGuu-'3     

          ||||:||  ||:|| | :||          
  RTU '3-
   04494 

tCTCCCGACTGAGTCtg CTCCGT
hctam

tcefrepmI

-'5
  81494 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:||  ||:||   ||          
  RTU '3-
   25664 

cCCCCCGACCACTCta CTCCGT
hctam

tcefrepmI

-'5
  13664 

TM✘
7mer-m8

CTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
C-AUaguu-'3     

          |||||||  || ||| ||            
  RTU '3-
   65714 

tCCACCTACGATAgtga CTCCAT
8m-rem7

-'5
  43714 

TM✘
7mer-m8

CTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
cauaguu-'3     

          ||||||| ||:|||               
  RTU '3-
   71214 

cCTTCTAACcctcaag CTCCAT
8m-rem7

-'5
  69114 

M✘Imperfect
CTCTAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAG-G
31
U

41
U

51
G--

61
CAUAguu-'3     

          |||:|||| | ::||  ||||           
  RTU '3-
   75693 

tCACCATGACCCGTATaac CTCTAT
hctam

tcefrepmI

-'5
  33693 

M✘Imperfect
CTTCAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAG-G
31
U

41
U

51
G

61
C-AUAGuu-'3     

          ||:|||| |: ||: | ||||          
  RTU '3-
   34333 

tCCTTTCAGAGATATCaa CTTCAT
hctam

tcefrepmI

-'5
  02333 

M✘Imperfect
CTTCAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
cauaguu-'3     

          ||:|||| ||:||:               
  RTU '3-
   35313 

tCTTCTAATcacaaat CTTCAT
hctam

tcefrepmI

-'5
  23313 

TM✘
7mer-m8

CTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||||| | :| | |||:          
  RTU '3-
   78213 

cC-TGTATCTTATTtc CTCCAT
8m-rem7

-'5
  76213 

TM✘
7mer-m8

CTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||||||  ::  | |||          
  RTU '3-
   58212 

tCAAATGTGGGATCtg CTCCAT
8m-rem7

-'5
  46212 

M✘Imperfect
CTTCAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUaguu-'3     

          ||:|||| ||| |:| |            
  RTU '3-
    8405 

tC-TCCTATGAAggac CTTCAT
hctam

tcefrepmI

-'5
  8205  

TM✘
7mer-m8

CTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CA-UAGuu-'3     

          ||||||| |  :::|| |||          
  RTU '3-
    1404 

tCTT--GGTGTGATCaa CTCCAT
8m-rem7

-'5
  1204  

Predicted ByConservationPositionLocal AU2D Structure



M✘Imperfect
CTCTGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          |||::||:|||| ||| |:          
  RTU '3-
   74876 

tCGTCCATCGTCTTtt CTCTGT
hctam

tcefrepmI

-'5
  62876 

M✘Imperfect
CTTCAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUA-GG
31
U

41
U

51
G

61
cauaguu-'3     

          ||:|||||| || ||               
  RTU '3-
   05256 

aCATACCCACacgacgg CTTCAT
hctam

tcefrepmI

-'5
  82256 

TM✘
7mer-m8

CTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G-UAGG
31
U

41
U

51
G

61
CAUAguu-'3     

          ||||||| ||||| |  ||           
  RTU '3-
   67335 

tCCATCCATCAAATgtc CTCCAT
8m-rem7

-'5
  45335 

M✘Imperfect
CTTCAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUA-GG
31
U

41
U

51
G

61
cauaguu-'3     

          ||:|||||| || ||               
  RTU '3-
   30584 

aCATACCCACacgacgg CTTCAT
hctam

tcefrepmI

-'5
  18484 

TM✘
7mer-m8

CTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GU-AGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          |||||||  ||: ||  | |          
  RTU '3-
   36164 

tCTCTCTTACCAAACat CTCCAT
8m-rem7

-'5
  14164 

TM✘
7mer-m8

CTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAuaguu-'3     

          |||||||  :|||| |             
  RTU '3-
   97334 

tC--TCAACCTcaatg CTCCAT
8m-rem7

-'5
  06334 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G-UAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:|| | ||||| |:||          
  RTU '3-
   47952 

aCGACCCAAC-TGTCtt CTCCGT
hctam

tcefrepmI

-'5
  35952 

M✘Imperfect
CTTCAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
C-AUAGuu-'3     

          ||:||||| ||:| | || |          
  RTU '3-
   46302 

tCA-CCGAGGATACCtt CTTCAT
hctam

tcefrepmI

-'5
  34302 

TM✘
7mer-m8

CTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G--UAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          |||||||  ||| :| ||||:          
  RTU '3-
   78191 

tCTCATCGGA-GTATTct CTCCAT
8m-rem7

-'5
  56191 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G-UAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:|| | |:|| || ||          
  RTU '3-
   37981 

tCCACCTAAAGTCTCat CTCCGT
hctam

tcefrepmI

-'5
  15981 

M✘Imperfect
CTCTAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUaguu-'3     

          |||:|||: |::|:| |            
  RTU '3-
    5875 

aCGACTGATGGAcacc CTCTAT
hctam

tcefrepmI

-'5
  4675  

Predicted ByConservationPositionLocal AU2D Structure



M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUaguu-'3     

          ||||:||| :|| || |            
  RTU '3-
   73477 

cCACTCACCGAAggac CTCCGT
hctam

tcefrepmI

-'5
  61477 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:|| |:||  ||| |          
  RTU '3-
   38147 

tCCTTCA--GTAACtc CTCCGT
hctam

tcefrepmI

-'5
  46147 

TM✘
8mer

ACTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUagg
31
u

41
u

51
g

61
cauaguu-'3     

          ||||||||                     
  RTU '3-
   21805 

aCAcagatagaaaaag CTCCAT
rem8

-'5
  19705 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G-UAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:|| :||:|| |  ||          
  RTU '3-
   37473 

tCCGTCTAAAGACTCaa CTCCGT
hctam

tcefrepmI

-'5
  15473 

M✘Imperfect
TTCTAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          :||:|||:|:|: |||:|:          
  RTU '3-
   26932 

tCGTTCGTCGTGTTgg TTCTAT
hctam

tcefrepmI

-'5
  14932 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG-
31
U

41
U

51
G

61
CAuaguu-'3     

          ||||:||:||  ||| |             
  RTU '3-
   28032 

tCGTCGGAACCTtaaca CTCCGT
hctam

tcefrepmI

-'5
  06032 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAuaguu-'3     

          ||||:||:||: || |             
  RTU '3-
   28351 

cCGTCTCACTTccgga CTCCGT
hctam

tcefrepmI

-'5
  16351 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G---UAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:||   ||||| || |||          
  RTU '3-
    8987 

tCTCGATCCA-CGGATCct CTCCGT
hctam

tcefrepmI

-'5
  5787  

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GU-AGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:||| |||  ||| ||          
  RTU '3-
    2927 

cCAGTCC--CGTTTCgt CTCCGT
hctam

tcefrepmI

-'5
  2727  

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:||:||||:: || |          
  RTU '3-
    4934 

tCGTCCAGTCTACCgt CTCCGT
hctam

tcefrepmI

-'5
  3734  

Predicted ByConservationPositionLocal AU2D Structure



TM✘
7mer-m8

CTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

Guagg
31
u

41
u

51
g

61
cauaguu-'3     

          |||||||                      
  RTU '3-
   42409 

tCtagacctctgagtt CTCCAT
8m-rem7

-'5
  30409 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G-UAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:|| :||:|| |  ||          
  RTU '3-
   07768 

tCCGTCTAAAGACTCaa CTCCGT
hctam

tcefrepmI

-'5
  84768 

TM✘
8mer

ACTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
cauaguu-'3     

          |||||||| | |||               
  RTU '3-
   41477 

aCA-CAAACagaaact CTCCAT
rem8

-'5
  49377 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G--U---AGG
31
U

41
U

51
G

61
CAUAguu-'3     

          ||||:||  |   ||||::||||           
  RTU '3-
   30196 

cCCGAAACTCCAGTGTATacg CTCCGT
hctam

tcefrepmI

-'5
  77096 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U--

51
G

61
CAUAGuu-'3     

          ||||:|| || |   ||||||          
  RTU '3-
   90665 

cCCTCGACTTCGTATCcg CTCCGT
hctam

tcefrepmI

-'5
  68565 

TM✘7mer-A1
ACTCCATT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U-

41
U

51
G

61
CAUAGuu-'3     

          ||||||:|| :: |||| ||          
  RTU '3-
   46084 

aTATATGTACGTCTCta CTCCAT
1A-rem7

-'5
  24084 

TM✘
8mer

ACTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
cauaguu-'3     

          |||||||| | :||               
  RTU '3-
   32774 

aCA-CAGACagaaaca CTCCAT
rem8

-'5
  30774 

TM✘
8mer

ACTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAG-G
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||||| || |:||  :|:          
  RTU '3-
   81204 

aCTTCACGACCGGTTag CTCCAT
rem8

-'5
  69104 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G-UAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:|| :||:|| |  ||          
  RTU '3-
   89493 

tCCGTCTAAAGACTCaa CTCCGT
hctam

tcefrepmI

-'5
  67493 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
u

41
u

51
g

61
cauaguu-'3     

          ||||:||:|||                  
  RTU '3-
   33983 

tCGTCCtctctccgcg CTCCGT
hctam

tcefrepmI

-'5
  21983 

M✘Imperfect
CTTCAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GU-AGG
31
U

41
U

51
G

61
Cauaguu-'3     

          ||:||||| |:::|||              
  RTU '3-
   40891 

aCACTTTGACGacaatg CTTCAT
hctam

tcefrepmI

-'5
  28791 

TM✘
8mer

ACTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
cauaguu-'3     

          |||||||| | :||               
  RTU '3-
   28721 

aCA-CAGACagaaaag CTCCAT
rem8

-'5
  26721 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G-UAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:|| :||:|| |  ||          
  RTU '3-
    8208 

tCCGTCTAAAGACTCaa CTCCGT
hctam

tcefrepmI

-'5
  6008  

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:|||| ||::| |||          
  RTU '3-
    8663 

tCATACAGTG-ATCcc CTCCGT
hctam

tcefrepmI

-'5
  8463  

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G-UAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:|| |||:|| || ||          
  RTU '3-
    1543 

tCCATCTAAAGT-TCcg CTCCGT
hctam

tcefrepmI

-'5
  0343  

Predicted ByConservationPositionLocal AU2D Structure



M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUaguu-'3     

          ||||:||| :|| || |            
  RTU '3-
   60737 

cCACTCACCGAAggac CTCCGT
hctam

tcefrepmI

-'5
  58637 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:|| |:||  ||| |          
  RTU '3-
   25407 

tCCTTCA--GTAACtc CTCCGT
hctam

tcefrepmI

-'5
  33407 

TM✘
8mer

ACTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUagg
31
u

41
u

51
g

61
cauaguu-'3     

          ||||||||                     
  RTU '3-
   18074 

aCAcagatagaaaaag CTCCAT
rem8

-'5
  06074 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G-UAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:|| :||:|| |  ||          
  RTU '3-
   24733 

tCCGTCTAAAGACTCaa CTCCGT
hctam

tcefrepmI

-'5
  02733 

M✘Imperfect
TTCTAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          :||:|||:|:|: |||:|:          
  RTU '3-
   13202 

tCGTTCGTCGTGTTgg TTCTAT
hctam

tcefrepmI

-'5
  01202 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG-
31
U

41
U

51
G

61
CAuaguu-'3     

          ||||:||:||  ||| |             
  RTU '3-
   15391 

tCGTCGGAACCTtaaca CTCCGT
hctam

tcefrepmI

-'5
  92391 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAuaguu-'3     

          ||||:||:||: || |             
  RTU '3-
   15611 

cCGTCTCACTTccgga CTCCGT
hctam

tcefrepmI

-'5
  03611 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G---UAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:||   ||||| || |||          
  RTU '3-
    7614 

tCTCGATCCA-CGGATCct CTCCGT
hctam

tcefrepmI

-'5
  4414  

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GU-AGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:||| |||  ||| ||          
  RTU '3-
    1653 

cCAGTCC--CGTTTCgt CTCCGT
hctam

tcefrepmI

-'5
  1453  

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:||:||||:: || |          
  RTU '3-
     366 

tCGTCCAGTCTACCgt CTCCGT
hctam

tcefrepmI

-'5
  246   

Predicted ByConservationPositionLocal AU2D Structure



TM✘
7mer-m8

CTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GU---AGG
31
U

41
U

51
G

61
cauaguu-'3     

          |||||||:   ||||::               
  RTU '3-
   30797 

cCGGTGTCCAGTccctggg CTCCAT
8m-rem7

-'5
  97697 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:||:||||:: || |          
  RTU '3-
   86977 

tCGTCCAGTCTACCgt CTCCGT
hctam

tcefrepmI

-'5
  74977 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUaguu-'3     

          ||||:||| :|| || |            
  RTU '3-
   85307 

cCACTCACCGAAggac CTCCGT
hctam

tcefrepmI

-'5
  73307 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:|| |:||  ||| |          
  RTU '3-
   40176 

tCCTTCA--GTAACtc CTCCGT
hctam

tcefrepmI

-'5
  58076 

TM✘
8mer

ACTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUagg
31
u

41
u

51
g

61
cauaguu-'3     

          ||||||||                     
  RTU '3-
   33734 

aCAcagatagaaaaag CTCCAT
rem8

-'5
  21734 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G-UAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:|| :||:|| |  ||          
  RTU '3-
   49303 

tCCGTCTAAAGACTCaa CTCCGT
hctam

tcefrepmI

-'5
  27303 

M✘Imperfect
TTCTAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          :||:|||:|:|: |||:|:          
  RTU '3-
   38861 

tCGTTCGTCGTGTTgg TTCTAT
hctam

tcefrepmI

-'5
  26861 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG-
31
U

41
U

51
G

61
CAuaguu-'3     

          ||||:||:||  ||| |             
  RTU '3-
   30061 

tCGTCGGAACCTtaaca CTCCGT
hctam

tcefrepmI

-'5
  18951 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAuaguu-'3     

          ||||:||:||: || |             
  RTU '3-
    3038 

cCGTCTCACTTccgga CTCCGT
hctam

tcefrepmI

-'5
  2828  

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G---UAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:||   ||||| || |||          
  RTU '3-
     918 

tCTCGATCCA-CGGATCct CTCCGT
hctam

tcefrepmI

-'5
  697   

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GU-AGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:||| |||  ||| ||          
  RTU '3-
     312 

cCAGTCC--CGTTTCgt CTCCGT
hctam

tcefrepmI

-'5
  391   

Predicted ByConservationPositionLocal AU2D Structure



TM✘
8mer

ACTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
cauaguu-'3     

          ||||||| |  |::               
  RTU '3-
   63125 

aCTTAGAGTcccaaca CTCCAT
rem8

-'5
  51125 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:|| |||: :||| |          
  RTU '3-
   29283 

tC-TCCG-TGTACCta CTCCGT
hctam

tcefrepmI

-'5
  37283 

M✘Imperfect
CTTCAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
u

51
g

61
cauaguu-'3     

          ||:|||| ||||                 
  RTU '3-
   13223 

tCTTCCAtgagatggg CTTCAT
hctam

tcefrepmI

-'5
  01223 

TM✘
7mer-m8

CTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U-

41
U

51
G

61
CAUAGuu-'3     

          |||||||:|: | |:||||:          
  RTU '3-
   41272 

tCGTTAACATGTATTaa CTCCAT
8m-rem7

-'5
  29172 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G-

61
CAUAguu-'3     

          ||||:|| ||::|| || |           
  RTU '3-
   84162 

cC-TCTGACCGTCTaaa CTCCGT
hctam

tcefrepmI

-'5
  72162 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G-UAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:|| :||||| |  ||          
  RTU '3-
   14032 

tCTGTCCAAAGACTCaa CTCCGT
hctam

tcefrepmI

-'5
  91032 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G-UAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:|| |||::| |  ||          
  RTU '3-
   86202 

tCGATCTGAGGGTTCtt CTCCGT
hctam

tcefrepmI

-'5
  64202 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G-UAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:|| ||::|| |  ||          
  RTU '3-
   24991 

tCCATTTAAAGACTCaa CTCCGT
hctam

tcefrepmI

-'5
  02991 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G-UAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:|| :||:|| || ||          
  RTU '3-
   29561 

tCCGTCTAAAGTCTCaa CTCCGT
hctam

tcefrepmI

-'5
  07561 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G-UAGG
31
U

41
U

51
g

61
cauaguu-'3     

          ||||:|| :|||||                
  RTU '3-
   72821 

tCCGTCCAAaaactcaa CTCCGT
hctam

tcefrepmI

-'5
  50821 

TM✘
8mer

ACTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
cauaguu-'3     

          ||||||||  : ||               
  RTU '3-
    8018 

aCAAATTACtgcctcg CTCCAT
rem8

-'5
  7808  

Predicted ByConservationPositionLocal AU2D Structure



TM✘
8mer

ACTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
cauaguu-'3     

          |||||||| | |||               
  RTU '3-
   40708 

aCA-CAAACagaaact CTCCAT
rem8

-'5
  48608 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G--U---AGG
31
U

41
U

51
G

61
CAUAguu-'3     

          ||||:||  |   ||||::||||           
  RTU '3-
   39327 

cCCGAAACTCCAGTGTATacg CTCCGT
hctam

tcefrepmI

-'5
  76327 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U--

51
G

61
CAUAGuu-'3     

          ||||:|| || |   ||||||          
  RTU '3-
   99895 

cCCTCGACTTCGTATCcg CTCCGT
hctam

tcefrepmI

-'5
  67895 

TM✘7mer-A1
ACTCCATT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U-

41
U

51
G

61
CAUAGuu-'3     

          ||||||:|| :: |||| ||          
  RTU '3-
   45315 

aTATATGTACGTCTCta CTCCAT
1A-rem7

-'5
  23315 

TM✘
8mer

ACTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
cauaguu-'3     

          |||||||| | :||               
  RTU '3-
   31015 

aCA-CAGACagaaaca CTCCAT
rem8

-'5
  39905 

TM✘
8mer

ACTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAG-G
31
U

41
U

51
G

61
CAUAGuu-'3     
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deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U-

41
U

51
G

61
CAUAguu-'3     

          |||||||: : | |  |||           
  RTU '3-
   82242 

tCGATGATAAATATagg CTCCAT
8m-rem7

-'5
  60242 

TM✘
8mer

ACTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUaguu-'3     

          |||||||: | ||:| |            
  RTU '3-
   19422 

aCGAC-AATGGAcgtt CTCCAT
rem8

-'5
  17422 

TM✘
7mer-m8

CTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G-UAGG
31
U

41
U

51
G

61
CAUAguu-'3     

          ||||||| | |:  || ||           
  RTU '3-
   01171 

cCTAACTTTCGGATatt CTCCAT
8m-rem7

-'5
  88071 

Predicted ByConservationPositionLocal AU2D Structure



M✘Offset 6mer
TCCATC

ANRim '5-a

deeS
2
g

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U-

41
U

51
G

61
CAuaguu-'3     

           ||||||:||:| ||||             
  RTU '3-
   12074 

cCGTCTACACGTcgaga aTCCAT
rem6
tesffO

-'5
  99964 

M✘Imperfect
CTCTAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G-UAGG
31
U-

41
U

51
G

61
CAUAguu-'3     

          |||:||| |||:| |: |||           
  RTU '3-
   76233 

tCTATCTATATCTATatc CTCTAT
hctam

tcefrepmI

-'5
  44233 

TM✘
7mer-m8

CTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
cauaguu-'3     

          ||||||| |||| |               
  RTU '3-
   12233 

tC-TCCATCtccatct CTCCAT
8m-rem7

-'5
  10233 

TM✘
7mer-m8

CTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
cauaguu-'3     

          ||||||| |||| |               
  RTU '3-
   90233 

tC-TCCATCtccatct CTCCAT
8m-rem7

-'5
  98133 

TM✘
7mer-m8

CTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
cauaguu-'3     

          ||||||| |||| |               
  RTU '3-
   79133 

tC-TCCATCtccatct CTCCAT
8m-rem7

-'5
  77133 

TM✘
7mer-m8

CTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
cauaguu-'3     

          ||||||| |||| |               
  RTU '3-
   58133 

tC-TCCATCtccatct CTCCAT
8m-rem7

-'5
  56133 

TM✘
7mer-m8

CTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
C-AUAGuu-'3     

          ||||||| |||| |  ||||          
  RTU '3-
   37133 

tC-TCCATCTCTATCtc CTCCAT
8m-rem7

-'5
  25133 

M✘Imperfect
CTCTAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
C-AUAGuu-'3     

          |||:||| ||:| |  ||||          
  RTU '3-
   34133 

tC-TCTATCTCTATCtc CTCTAT
hctam

tcefrepmI

-'5
  22133 

M✘Imperfect
CTCTAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
C-AUAGuu-'3     

          |||:||| ||:| |  ||||          
  RTU '3-
   91133 

tC-TCTATCTCTATCtc CTCTAT
hctam

tcefrepmI

-'5
  89033 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G-UAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:|| :||:|| |  ||          
  RTU '3-
   82232 

tCCGTCTAAAGACTCaa CTCCGT
hctam

tcefrepmI

-'5
  60232 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GU--AGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:||:  |||:|| |:||          
  RTU '3-
   15512 

aCGAGTCCGACCTGTCgt CTCCGT
hctam

tcefrepmI

-'5
  82512 

Predicted ByConservationPositionLocal AU2D Structure



M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:|| |||: :||:||          
  RTU '3-
   92093 

cC-TCCG-TGTGTCta CTCCGT
hctam

tcefrepmI

-'5
  01093 

M✘Imperfect
CTCTAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          |||:||| |:||  ||| |          
  RTU '3-
   68613 

aCCTTCA--GTAGCgg CTCTAT
hctam

tcefrepmI

-'5
  76613 

M✘Imperfect
CTTCAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GU-AGG
31
U

41
U

51
G

61
CAUAguu-'3     

          ||:||||| |:|  :||:|           
  RTU '3-
   75992 

aCACTTCCCTGTGTaga CTTCAT
hctam

tcefrepmI

-'5
  53992 

TM✘
7mer-m8

CTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G-UAGG
31
U

41
U

51
g

61
cauaguu-'3     

          ||||||| ||  ||                
  RTU '3-
   75782 

tCCATGAAAaaattacc CTCCAT
8m-rem7

-'5
  53782 

TM✘
7mer-m8

CTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUaguu-'3     

          |||||||| :: |: ||            
  RTU '3-
   41362 

tCAGTTTATATAcgag CTCCAT
8m-rem7

-'5
  39262 

M✘Imperfect
CTCCAA

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||| | ||| || |:||          
  RTU '3-
   34162 

tCTTCCTACTTGTCtg CTCCAA
hctam

tcefrepmI

-'5
  22162 

M✘Imperfect
CTCCAA

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||| | ||||:: |||:          
  RTU '3-
   60732 

tCTTCCAGTTTATTct CTCCAA
hctam

tcefrepmI

-'5
  58632 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG-
31
U

41
U

51
G

61
Cauaguu-'3     

          ||||:|| ||| |:||              
  RTU '3-
   08022 

tCCTCCTAGCGacactc CTCCGT
hctam

tcefrepmI

-'5
  85022 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:|| |||: | ||||          
  RTU '3-
   97712 

cC-TCCGTC-TATCtc CTCCGT
hctam

tcefrepmI

-'5
  06712 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U-

41
U

51
G

61
CAUaguu-'3     

          ||||:|| |:|| ||||:            
  RTU '3-
    3843 

aCCTTCAGACGTGcgtc CTCCGT
hctam

tcefrepmI

-'5
  1643  

Predicted ByConservationPositionLocal AU2D Structure



M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
C-AUAGuu-'3     

          ||||:|||||:| |  |:||          
  RTU '3-
   37238 

tCATCTACCAATGTCct CTCCGT
hctam

tcefrepmI

-'5
  15238 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
cauaguu-'3     

          ||||:|| |||:||               
  RTU '3-
   69217 

tCTTCCGACcctaata CTCCGT
hctam

tcefrepmI

-'5
  57217 

TM✘
7mer-m8

CTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||||| |: || || |:          
  RTU '3-
   41016 

cCTTTGAA-GTCTTtc CTCCAT
8m-rem7

-'5
  49906 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GU-AGG
31
U

41
U

51
G

61
CAUaguu-'3     

          ||||:||  |||  ||||            
  RTU '3-
   72585 

cCTCTCCCTCGTAgaca CTCCGT
hctam

tcefrepmI

-'5
  50585 

M✘Imperfect
CTTCAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUA-GG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||:|||||| :::|| | |:          
  RTU '3-
   57745 

tCATGTTGACTTTTTct CTTCAT
hctam

tcefrepmI

-'5
  35745 

TM✘
7mer-m8

CTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
u

51
g

61
cauaguu-'3     

          ||||||| ||::                 
  RTU '3-
   20994 

cC-TCTGttccctaaa CTCCAT
8m-rem7

-'5
  28894 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG-
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:|| ||| || |  ||          
  RTU '3-
   65134 

tCCTCCTAAAGACTCaa CTCCGT
hctam

tcefrepmI

-'5
  43134 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GU-AGG
31
U

41
U

51
G

61
CAUaguu-'3     

          ||||:||| |:||:| |:            
  RTU '3-
   54014 

cCAATTCAGCATGcagg CTCCGT
hctam

tcefrepmI

-'5
  32014 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:|| ||: |:| ||:          
  RTU '3-
   59323 

cCCTCTTATGGATTcc CTCCGT
hctam

tcefrepmI

-'5
  47323 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUaguu-'3     

          ||||:||:| ||||| |            
  RTU '3-
   24961 

tCGTACAACGAAgacc CTCCGT
hctam

tcefrepmI

-'5
  12961 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:||| ||  ||| ||          
  RTU '3-
   95251 

cCACCCCCCGT-TCta CTCCGT
hctam

tcefrepmI

-'5
  93251 

M✘Imperfect
CTCCAA

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||| |||||:||| | |          
  RTU '3-
     071 

cCATCCGACGGAACaa CTCCAA
hctam

tcefrepmI

-'5
  941   

Predicted ByConservationPositionLocal AU2D Structure



M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
Cauaguu-'3     

          ||||:|| ||:|| |              
  RTU '3-
   14852 

tCTTCTAAAGaggaat CTCCGT
hctam

tcefrepmI

-'5
  02852 

M✘Imperfect
CTCTAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAuaguu-'3     

          |||:||| |::| |||             
  RTU '3-
   98552 

tCTTTTATCGTtggta CTCTAT
hctam

tcefrepmI

-'5
  86552 

TM✘
8mer

ACTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||||| | |: :|||||          
  RTU '3-
   75202 

aCTTACG-TGTATCgt CTCCAT
rem8

-'5
  73202 

TM✘
7mer-m8

CTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
Cauaguu-'3     

          |||||||:||:| :|              
  RTU '3-
   06191 

tCGTCTATTGcgactt CTCCAT
8m-rem7

-'5
  93191 

M✘Imperfect
CTCTAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUaguu-'3     

          |||:||| |||:|| ||            
  RTU '3-
   55771 

tC-TCCGACTTAggtt CTCTAT
hctam

tcefrepmI

-'5
  53771 

TM✘
8mer

ACTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G--UAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          |||||||  | ||:|:|||||          
  RTU '3-
   02851 

aCGGACCCGATGTATCcc CTCCAT
rem8

-'5
  79751 

TM✘
7mer-m8

CTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U--

41
U

51
G

61
CAUAGuu-'3     

          |||||||  |||  ||  |||          
  RTU '3-
   94441 

tCTCCCATCACTCATCgt CTCCAT
8m-rem7

-'5
  62441 

M✘Imperfect
CTCTAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUaguu-'3     

          |||:|||:||::| |||            
  RTU '3-
   50311 

tCGTCTGA-GTAgatt CTCTAT
hctam

tcefrepmI

-'5
  58211 

M✘Imperfect
TTCTAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          :||:|||||:||||||:|:          
  RTU '3-
    7118 

gCATTCAACGTGTTac TTCTAT
hctam

tcefrepmI

-'5
  6908  

M✘Imperfect
CTCTAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          |||:|||| :  ||| | |          
  RTU '3-
    0233 

aCAGTGTACGAAACaa CTCTAT
hctam

tcefrepmI

-'5
  9923  

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUaguu-'3     

          ||||:||:|:|  ||||            
  RTU '3-
    8061 

tCGTTCT-CGTAgaga CTCCGT
hctam

tcefrepmI

-'5
  8851  

Predicted ByConservationPositionLocal AU2D Structure



M✘Imperfect
CTCTAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U-

41
U

51
G

61
CAUaguu-'3     

          |||:|||| ::| ::|||            
  RTU '3-
   46838 

tCAGTTATGTGTAagta CTCTAT
hctam

tcefrepmI

-'5
  24838 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G-UAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:|| :||:|| |  ||          
  RTU '3-
   66318 

tCCGTCTAAAGACTCaa CTCCGT
hctam

tcefrepmI

-'5
  44318 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

G-UAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:|| :||:|| |  ||          
  RTU '3-
   68997 

tCCGTCTAAAGACTCaa CTCCGT
hctam

tcefrepmI

-'5
  46997 

TM✘
7mer-m8

CTCCATCANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
cauaguu-'3     

          |||||||| | :||               
  RTU '3-
   30927 

tCA-CAGACagaaaca CTCCAT
8m-rem7

-'5
  38827 

M✘Imperfect
CTCTAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUaguu-'3     

          |||:|||: :::||| |            
  RTU '3-
   66006 

cCGATTGACGAAgact CTCTAT
hctam

tcefrepmI

-'5
  54006 

M✘Imperfect
CTCCCT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          |||| ||:|: ||| |:||          
  RTU '3-
   02165 

cCGTTAAACCTGTCct CTCCCT
hctam

tcefrepmI

-'5
  99065 

M✘Imperfect
CTCCGT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

          ||||:||:|  :||| | |          
  RTU '3-
   96833 

aCGTGGGACGCACCcg CTCCGT
hctam

tcefrepmI

-'5
  84833 

M✘Imperfect
CTTCAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
u

51
g

61
cauaguu-'3     

          ||:|||| ||||                 
  RTU '3-
   65503 

tCTTCCAtaagatggg CTTCAT
hctam

tcefrepmI

-'5
  53503 

M✘Imperfect
CTTCAT

ANRim '5-a

deeS
2
G

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U-

41
U

51
G

61
cauaguu-'3     

          ||:|||||||:| ||               
  RTU '3-
   41302 

cCATCTATACccactct CTTCAT
hctam

tcefrepmI

-'5
  29202 

M✘Imperfect
GTTCAT

ANRim '5-a

deeS
2
g

3
A

4
G

5
G

6
U

7
A

gniriap'3

GUAGG
31
U

41
U

51
G

61
CAUAGuu-'3     

           |:||||:||:|||| | |          
  RTU '3-
   59871 

gCGTCTAACGAACCga gTTCAT
hctam

tcefrepmI

-'5
  47871 

Predicted ByConservationPositionLocal AU2D Structure



M✘6mer
CACTGA

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGggg-'3     

          ||||||:|| || | :||           
  RTU '3-
   56055 

tTCACCTAGGTTCggg CACTGA
rem6

-'5
  44055 

TM✘7mer-A1
ACACTGAT

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGGgg-'3     

          ||||||:||  ||  :|:|          
  RTU '3-
   21715 

aTCATATGTATTTCtt CACTGA
1A-rem7

-'5
  19615 

TM✘
8mer

ACACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGagggg-'3     

          |||||||: |:|  ||             
  RTU '3-
   22804 

aCTTATTACTCgacag CACTGA
rem8

-'5
  10804 

TM✘
7mer-m8

CACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

G-GUUG
31
A

41
C

51
c

61
agagggg-'3     

          ||||||| |:||||                
  RTU '3-
   79673 

cCACGACTGagaacagt CACTGA
8m-rem7

-'5
  57673 

M✘Offset 6mer
ACTGAC

ANRim '5-u

deeS
2
g

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGGgg-'3     

           |||||| :::|| |||||          
  RTU '3-
   66833 

tC-GGTTG-TCTCCtt gACTGA
rem6
tesffO

-'5
  74833 

M✘6mer
CACTGA

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGggg-'3     

          ||||||:|| || | :||           
  RTU '3-
   09632 

tTCACCTAGGTTCggg CACTGA
rem6

-'5
  96632 

TM✘7mer-A1
ACACTGAT

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGGgg-'3     

          ||||||:||  ||  :|:|          
  RTU '3-
   44302 

aTCATATGTATTTCtt CACTGA
1A-rem7

-'5
  32302 

TM✘
8mer

ACACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGagggg-'3     

          |||||||: |:|  ||             
  RTU '3-
    4549 

aCTTATTACTCgacag CACTGA
rem8

-'5
  3349  

TM✘
7mer-m8

CACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

G-GUUG
31
A

41
C

51
c

61
agagggg-'3     

          ||||||| |:||||                
  RTU '3-
    9236 

cCACGACTGagaacagt CACTGA
8m-rem7

-'5
  7036  

M✘Offset 6mer
ACTGAC

ANRim '5-u

deeS
2
g

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGGgg-'3     

           |||||| :::|| |||||          
  RTU '3-
    9942 

tC-GGTTG-TCTCCtt gACTGA
rem6
tesffO

-'5
  0842  

Predicted ByConservationPositionLocal AU2D Structure



TM✘
7mer-m8

CACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGagggg-'3     

          |||||||:  ||  ||             
  RTU '3-
   71958 

tCTCTCTTTTCgtaac CACTGA
8m-rem7

-'5
  69858 

TM✘
7mer-m8

CACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

G--GUUG
31
A-

41
C

51
C

61
AGAGGgg-'3     

          |||||||  :||:| ||| |||          
  RTU '3-
   18228 

tCATTAATTAGGTGTCCac CACTGA
8m-rem7

-'5
  75228 

M✘Imperfect
CATTGA

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGGgg-'3     

          ||:||||: ||   |||||          
  RTU '3-
   60697 

cCTCACCC-TCTCCgc CATTGA
hctam

tcefrepmI

-'5
  68597 

M✘Imperfect
CTCTGA

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGGgg-'3     

          | ||||||  | |||||:|          
  RTU '3-
   97727 

cCCTCCAGGTCTTCgg CTCTGA
hctam

tcefrepmI

-'5
  85727 

TM✘7mer-A1
ACACTGAT

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGggg-'3     

          ||||||: ||||  || |           
  RTU '3-
   17446 

aT-AACTCTTCCCaca CACTGA
1A-rem7

-'5
  15446 

TM✘7mer-A1
ACACTGAT

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGggg-'3     

          ||||||: ||||  || |           
  RTU '3-
   34344 

aT-AACTCTTCCCaca CACTGA
1A-rem7

-'5
  32344 

M✘Imperfect
CGCTGA

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGagggg-'3     

          |:|||||::|||||||             
  RTU '3-
   84803 

tCTGACTGGTCcgggt CGCTGA
hctam

tcefrepmI

-'5
  72803 

M✘6mer
CACTGA

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C-

51
C

61
AGAGggg-'3     

          ||||||:|| | | || ||           
  RTU '3-
   57462 

tTCACCAGTGTGTCgtc CACTGA
rem6

-'5
  35462 

TM✘
7mer-m8

CACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGggg-'3     

          |||||||  | |  ||||           
  RTU '3-
   76542 

tCATAATCCTCTCaac CACTGA
8m-rem7

-'5
  64542 

M✘Offset 6mer
ACTGAC

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AG-AGGgg-'3     

          :|||||||  | |||| |||          
  RTU '3-
   87781 

tCC--CGGGTCGTCCta TACTGA
rem6
tesffO

-'5
  85781 

M✘Offset 6mer
ACTGAC

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGGgg-'3     

          :||||||:  | | |:|||          
  RTU '3-
   79041 

cCTTTCAGATTTCCag TACTGA
rem6
tesffO

-'5
  67041 

Predicted ByConservationPositionLocal AU2D Structure



TM✘
7mer-m8

CACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGGgg-'3     

          |||||||  |||  |||::          
  RTU '3-
   55298 

tC--ACTAATCTTTtt CACTGA
8m-rem7

-'5
  63298 

M✘Imperfect
TACTGA

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGGgg-'3     

          :|||||::||:|  |||||          
  RTU '3-
   53078 

aTTAATTTATCTCCgt TACTGA
hctam

tcefrepmI

-'5
  41078 

M✘Offset 6mer
ACTGAC

ANRim '5-u

deeS
2
g

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGagggg-'3     

           |||||||||||| ||             
  RTU '3-
   34977 

tCCAACTG-TCcgttg gACTGA
rem6
tesffO

-'5
  32977 

TM✘
7mer-m8

CACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C-

51
C

61
AGAGGgg-'3     

          |||||||:  ||  |  |||          
  RTU '3-
   48767 

tCTCTCTATGAATCCtg CACTGA
8m-rem7

-'5
  26767 

M✘Offset 6mer
ACTGAC

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C-

51
C

61
AGAGGgg-'3     

          :|||||| | :|| || ||:          
  RTU '3-
   44267 

gCGACTTGAGTGTCTgg TACTGA
rem6
tesffO

-'5
  22267 

TM✘
7mer-m8

CACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C-

51
C

61
AGAGggg-'3     

          ||||||| :| |  ||| |           
  RTU '3-
   03456 

tCAGAATCAGTCCCaaa CACTGA
8m-rem7

-'5
  80456 

M✘Offset 6mer
ACTGAC

ANRim '5-u

deeS
2
g

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGggg-'3     

           |||||||:::|| || |           
  RTU '3-
   29515 

gCCGGTTG-TCACaga gACTGA
rem6
tesffO

-'5
  27515 

M✘Imperfect
CATTGA

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGGgg-'3     

          ||:||||  :|||||| ||          
  RTU '3-
   31905 

tC--GCTGGTCACCct CATTGA
hctam

tcefrepmI

-'5
  49805 

M✘Imperfect
CACTAA

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUU-G
31
A

41
C

51
C

61
AGAGggg-'3     

          |||| || || |||||||:           
  RTU '3-
   20744 

tCAAAACTGGTCTTatt CACTAA
hctam

tcefrepmI

-'5
  08644 

M✘Offset 6mer
ACTGAC

ANRim '5-u

deeS
2
g

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGGgg-'3     

           |||||| |:  |||:|||          
  RTU '3-
   04704 

cCGAGAAGGTTTCCag gACTGA
rem6
tesffO

-'5
  91704 

TM✘
7mer-m8

CACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGggg-'3     

          |||||||:| | || |||           
  RTU '3-
   83452 

tCTATC-GGACTCgat CACTGA
8m-rem7

-'5
  81452 

TM✘
7mer-m8

CACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGggg-'3     

          |||||||:| | || |||           
  RTU '3-
   17252 

tCTATC-GGACTCgat CACTGA
8m-rem7

-'5
  15252 

TM✘
7mer-m8

CACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGggg-'3     

          |||||||:| | || |||           
  RTU '3-
   63252 

tCTATC-GGACTCgat CACTGA
8m-rem7

-'5
  61252 

TM✘
7mer-m8

CACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGggg-'3     

          |||||||:| | || |||           
  RTU '3-
   96052 

tCTATC-GGACTCgat CACTGA
8m-rem7

-'5
  94052 

TM✘
7mer-m8

CACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGggg-'3     

          |||||||:| | || |||           
  RTU '3-
   43052 

tCTATC-GGACTCgat CACTGA
8m-rem7

-'5
  41052 

TM✘
7mer-m8

CACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGggg-'3     

          |||||||:| | || |||           
  RTU '3-
   82842 

tCTATC-GGACTCgat CACTGA
8m-rem7

-'5
  80842 

TM✘
7mer-m8

CACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGggg-'3     

          |||||||:| | || |||           
  RTU '3-
   85742 

tCTATC-GGACTCgat CACTGA
8m-rem7

-'5
  83742 

M✘Imperfect
CATTGA

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGggg-'3     

          ||:|||||:| |  |:||           
  RTU '3-
    2107 

aCCGAATA-TTTCgga CATTGA
hctam

tcefrepmI

-'5
  2996  

M✘Offset 6mer
ACTGAC

ANRim '5-u

deeS
2
g

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGGgg-'3     

           |||||| |:  |||||||          
  RTU '3-
    8051 

tCGAGAAGGTCTCCag gACTGA
rem6
tesffO

-'5
  7841  

Predicted ByConservationPositionLocal AU2D Structure



TM✘
7mer-m8

CACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGGgg-'3     

          |||||||  |||  |||::          
  RTU '3-
   39929 

tC--ACTAATCTTTtt CACTGA
8m-rem7

-'5
  47929 

M✘Imperfect
TACTGA

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGGgg-'3     

          :|||||::||:|  |||||          
  RTU '3-
   37709 

aTTAATTTATCTCCgt TACTGA
hctam

tcefrepmI

-'5
  25709 

M✘Offset 6mer
ACTGAC

ANRim '5-u

deeS
2
g

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGagggg-'3     

           |||||||||||| ||             
  RTU '3-
   18618 

tCCAACTG-TCcgttg gACTGA
rem6
tesffO

-'5
  16618 

TM✘
7mer-m8

CACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C-

51
C

61
AGAGGgg-'3     

          |||||||:  ||  |  |||          
  RTU '3-
   22508 

tCTCTCTATGAATCCtg CACTGA
8m-rem7

-'5
  00508 

M✘Offset 6mer
ACTGAC

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C-

51
C

61
AGAGGgg-'3     

          :|||||| | :|| || ||:          
  RTU '3-
   28997 

gCGACTTGAGTGTCTgg TACTGA
rem6
tesffO

-'5
  06997 

TM✘
7mer-m8

CACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C-

51
C

61
AGAGggg-'3     

          ||||||| :| |  ||| |           
  RTU '3-
   86196 

tCAGAATCAGTCCCaaa CACTGA
8m-rem7

-'5
  64196 

M✘Offset 6mer
ACTGAC

ANRim '5-u

deeS
2
g

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGggg-'3     

           |||||||:::|| || |           
  RTU '3-
   03355 

gCCGGTTG-TCACaga gACTGA
rem6
tesffO

-'5
  01355 

M✘Imperfect
CATTGA

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGGgg-'3     

          ||:||||  :|||||| ||          
  RTU '3-
   15645 

tC--GCTGGTCACCct CATTGA
hctam

tcefrepmI

-'5
  23645 

M✘Imperfect
CACTAA

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUU-G
31
A

41
C

51
C

61
AGAGggg-'3     

          |||| || || |||||||:           
  RTU '3-
   04484 

tCAAAACTGGTCTTatt CACTAA
hctam

tcefrepmI

-'5
  81484 

M✘Offset 6mer
ACTGAC

ANRim '5-u

deeS
2
g

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGGgg-'3     

           |||||| |:  |||:|||          
  RTU '3-
   87444 

cCGAGAAGGTTTCCag gACTGA
rem6
tesffO

-'5
  75444 

TM✘
7mer-m8

CACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGggg-'3     

          |||||||:| | || |||           
  RTU '3-
   67192 

tCTATC-GGACTCgat CACTGA
8m-rem7

-'5
  65192 

TM✘
7mer-m8

CACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGggg-'3     

          |||||||:| | || |||           
  RTU '3-
   90092 

tCTATC-GGACTCgat CACTGA
8m-rem7

-'5
  98982 

TM✘
7mer-m8

CACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGggg-'3     

          |||||||:| | || |||           
  RTU '3-
   47982 

tCTATC-GGACTCgat CACTGA
8m-rem7

-'5
  45982 

TM✘
7mer-m8

CACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGggg-'3     

          |||||||:| | || |||           
  RTU '3-
   70882 

tCTATC-GGACTCgat CACTGA
8m-rem7

-'5
  78782 

TM✘
7mer-m8

CACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGggg-'3     

          |||||||:| | || |||           
  RTU '3-
   27782 

tCTATC-GGACTCgat CACTGA
8m-rem7

-'5
  25782 

TM✘
7mer-m8

CACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGggg-'3     

          |||||||:| | || |||           
  RTU '3-
   66582 

tCTATC-GGACTCgat CACTGA
8m-rem7

-'5
  64582 

TM✘
7mer-m8

CACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGggg-'3     

          |||||||:| | || |||           
  RTU '3-
   69482 

tCTATC-GGACTCgat CACTGA
8m-rem7

-'5
  67482 

M✘Imperfect
CATTGA

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGggg-'3     

          ||:|||||:| |  |:||           
  RTU '3-
   05701 

aCCGAATA-TTTCgga CATTGA
hctam

tcefrepmI

-'5
  03701 

M✘Offset 6mer
ACTGAC

ANRim '5-u

deeS
2
g

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGGgg-'3     

           |||||| |:  |||||||          
  RTU '3-
    6425 

tCGAGAAGGTCTCCag gACTGA
rem6
tesffO

-'5
  5225  

Predicted ByConservationPositionLocal AU2D Structure



TM✘
8mer

ACACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

G-----GUU-G
31
A

41
C

51
C

61
AGAGggg-'3     

          |||||||     ||| || ||||:           
  RTU '3-
   40088 

aCATTTTCAATCTAGTCTTaca CACTGA
rem8

-'5
  77978 

M✘Imperfect
CACTTA

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGGgg-'3     

          |||| || ||  |||:|||          
  RTU '3-
   88167 

aCAAAAGGGTTTCCgt CACTTA
hctam

tcefrepmI

-'5
  76167 

TM✘
8mer

ACACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGU--UG
31
A

41
c

51
c

61
agagggg-'3     

          |||||||:|  |||                 
  RTU '3-
   19707 

aCTATAACTttatatcgt CACTGA
rem8

-'5
  86707 

TM✘
7mer-m8

CACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGU-UG
31
A

41
c

51
c

61
agagggg-'3     

          ||||||||| |:|                 
  RTU '3-
   33356 

tCCATATTactgacgaa CACTGA
8m-rem7

-'5
  11356 

M✘Offset 6mer
ACTGAC

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAgggg-'3     

          :|||||| ||:|  |:|            
  RTU '3-
   12356 

tCGAATTTATTTggaa TACTGA
rem6
tesffO

-'5
  00356 

M✘Imperfect
CATTGA

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGagggg-'3     

          ||:||||:| ||| |:             
  RTU '3-
   77636 

tCTATCTGTTTgatac CATTGA
hctam

tcefrepmI

-'5
  65636 

M✘Offset 6mer
ACTGAC

ANRim '5-u

deeS
2
g

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGGgg-'3     

           ||||||  |:|  |||:|          
  RTU '3-
   91236 

cCACATTCATCTTCat aACTGA
rem6
tesffO

-'5
  89136 

M✘Imperfect
CATTGA

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGGgg-'3     

          ||:|||||| : ||| |:|          
  RTU '3-
   77615 

tCCA-TGGGTGTTCgt CATTGA
hctam

tcefrepmI

-'5
  75615 

M✘6mer
CACTGA

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

G-GUUG
31
A

41
C

51
C

61
AGAGGgg-'3     

          ||||||: |||  ||| |||          
  RTU '3-
   78674 

tTACAAAGGGTATCCct CACTGA
rem6

-'5
  56674 

M✘6mer
CACTGA

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUU-G
31
A

41
C

51
C

61
agagggg-'3     

          ||||||::|| ||||               
  RTU '3-
   13544 

cTTAATCTGGaaatttt CACTGA
rem6

-'5
  90544 

M✘Imperfect
CATTGA

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
agagggg-'3     

          ||:||||:|| |||               
  RTU '3-
   47134 

tCTAAATGGatgtgtc CATTGA
hctam

tcefrepmI

-'5
  35134 

M✘Imperfect
CATTGA

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGU-UG
31
A

41
C

51
C

61
AGAgggg-'3     

          ||:|||||: |:|||| |            
  RTU '3-
   95773 

tCCGTATTGGTGTgtct CATTGA
hctam

tcefrepmI

-'5
  73773 

M✘Offset 6mer
ACTGAC

ANRim '5-u

deeS
2
g

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGGgg-'3     

           |||||| |:  |||||||          
  RTU '3-
   12413 

tCGAGAAGGTCTCCag aACTGA
rem6
tesffO

-'5
  00413 

M✘Offset 6mer
ACTGAC

ANRim '5-u

deeS
2
g

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGggg-'3     

           ||||||: |:|| |:||           
  RTU '3-
   01562 

cCTTATTGTTTTCggg gACTGA
rem6
tesffO

-'5
  98462 

M✘Offset 6mer
ACTGAC

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGGgg-'3     

          :||||||  || || | :|          
  RTU '3-
   56542 

cCGTACGGGACCTCaa TACTGA
rem6
tesffO

-'5
  44542 

Predicted ByConservationPositionLocal AU2D Structure



TM✘
7mer-m8

CACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUU-G
31
A

41
C

51
C

61
AGagggg-'3     

          |||||||||| :| ||:             
  RTU '3-
   55018 

cCCAAGTTCGTTcaaac CACTGA
8m-rem7

-'5
  33018 

M✘6mer
CACTGA

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C---

61
AGAGGgg-'3     

          ||||||:   ||||   |||||          
  RTU '3-
   61037 

tTACTCTGGCCCTCTCCta CACTGA
rem6

-'5
  29927 

TM✘
7mer-m8

CACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
c

51
c

61
agagggg-'3     

          |||||||: |||                 
  RTU '3-
   24266 

gCTTACTtcatactac CACTGA
8m-rem7

-'5
  12266 

M✘Offset 6mer
ACTGAC

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGagggg-'3     

          :|||||| | ||||||             
  RTU '3-
   16136 

cCGATCTGGTCatacg TACTGA
rem6
tesffO

-'5
  04136 

M✘Imperfect
CATTGA

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
agagggg-'3     

          ||:||||| | |||               
  RTU '3-
   85226 

cCCTAATGGaatatat CATTGA
hctam

tcefrepmI

-'5
  73226 

M✘Imperfect
CATTGA

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUU-G
31
A

41
C

51
C

61
Agagggg-'3     

          ||:||||:|| | |||              
  RTU '3-
   59016 

tCTAAGCGGGTaaatag CATTGA
hctam

tcefrepmI

-'5
  37016 

TM✘
8mer

ACACTGACANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGU--UG
31
A

41
c

51
c

61
agagggg-'3     

          |||||||::  |||                 
  RTU '3-
   68975 

aCTGTGACTtcatgtgtc CACTGA
rem8

-'5
  36975 

M✘Offset 6mer
ACTGAC

ANRim '5-u

deeS
2
g

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
c

51
c

61
agagggg-'3     

           ||||||:||||                 
  RTU '3-
   50274 

tCTAACTaactaacta gACTGA
rem6
tesffO

-'5
  48174 

M✘Imperfect
CATTGA

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
Agagggg-'3     

          ||:|||||:| | ||              
  RTU '3-
   57654 

tCCGAGTCGTgagagt CATTGA
hctam

tcefrepmI

-'5
  45654 

M✘Offset 6mer
ACTGAC

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGGgg-'3     

          :||||||:|   ||| ||:          
  RTU '3-
   46124 

gCTACGAGGTGTCTtt TACTGA
rem6
tesffO

-'5
  34124 

TM✘7mer-A1
ACACTGAT

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG-
31
A

41
C

51
C

61
AGagggg-'3     

          ||||||: :|: ||||:             
  RTU '3-
   47122 

aTGGATATGGTTataaa CACTGA
1A-rem7

-'5
  25122 

M✘Offset 6mer
ACTGAC

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C

51
C

61
AGAGGgg-'3     

          :|||||||:  ||||:|||          
  RTU '3-
    7593 

tCCG--TGGTTTCCcg TACTGA
rem6
tesffO

-'5
  8393  

M✘Offset 6mer
ACTGAC

ANRim '5-u

deeS
2
G

3
U

4
G

5
A

6
C

7
U

gniriap'3

GGUUG
31
A

41
C-

51
C

61
AGagggg-'3     

          :||||||:|  || |||             
  RTU '3-
    3811 

tCTATGTGTGTCatatt TACTGA
rem6
tesffO

-'5
  1611  

Predicted ByConservationPositionLocal AU2D Structure



M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          ||||:|| | | | |||| |          
  RTU '3-
   05608 

cCCAGAGTCAGTCGGat CGACTA
hctam

tcefrepmI

-'5
  82608 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGgccg-'3     

          |||||||    :||||||            
  RTU '3-
   65737 

cCT---TTTAGTCacag CGACCA
8m-rem7

-'5
  73737 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAggccg-'3     

          ||||:||:: : |||||             
  RTU '3-
   97946 

aCGGGGGTTAGTgtctt CGACTA
hctam

tcefrepmI

-'5
  75946 

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

G-UUGU-
31
G

41
A

51
A

61
UCAGGccg-'3     

          ||||||| |: | |  |||:|           
  RTU '3-
   33506 

aCCAGGATCCAAGTTCcgg CGACCA
rem8

-'5
  90506 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGgccg-'3     

          ||||||| :|   |||||            
  RTU '3-
   52006 

cCTGC---TAGTCacag CGACCA
8m-rem7

-'5
  60006 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

G-UUGU
31
G

41
A

51
A

61
UCaggccg-'3     

          ||||:|| :|| |||||              
  RTU '3-
   87874 

tCTGAC-CTTAGaaacct CGACTA
hctam

tcefrepmI

-'5
  65874 

M✘Imperfect
CGACCG

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A-

61
UCAGGCcg-'3     

          |||||:||  |:|| | |::|          
  RTU '3-
   18904 

aCATAATTTCAATTTGca CGACCG
hctam

tcefrepmI

-'5
  85904 

M✘Imperfect
CGGCCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCaggccg-'3     

          ||:||||:| : ||:|              
  RTU '3-
   13823 

tCGAGGATTGGggactc CGGCCA
hctam

tcefrepmI

-'5
  90823 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUU-GU-
31
G

41
A

51
A

61
UCAGGccg-'3     

          ||||||||| |: | |:| ||           
  RTU '3-
   96903 

tCAATCGTCCTGGACCcgg CGACCA
8m-rem7

-'5
  54903 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          ||||:||:: ::|||  ||           
  RTU '3-
   25272 

aCGGGGTTTACCCCcac CGACTA
hctam

tcefrepmI

-'5
  03272 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
g

41
a

51
a

61
ucaggccg-'3     

          ||||||| | |                   
  RTU '3-
   76332 

tCTAGAgggtcgtaata CGACCA
8m-rem7

-'5
  54332 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

G-UUGU
31
G

41
A

51
A

61
UCAG-GCcg-'3     

          ||||:|| || |||||||| ||          
  RTU '3-
   50631 

cCTAAAACTTAGTCACGga CGACTA
hctam

tcefrepmI

-'5
  18531 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          ||||||| : |  || | :|          
  RTU '3-
    6688 

tCCGAAGATACTGTGgg CGACCA
8m-rem7

-'5
  4488  

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          |||||||:: | | |||||           
  RTU '3-
    4627 

tCGGAA-TCAGTCCcaa CGACCA
8m-rem7

-'5
  3427  

Predicted ByConservationPositionLocal AU2D Structure



M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
   45606 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  23606 

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
   78785 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  56785 

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
   72965 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  50965 

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
   45055 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  23055 

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
   28135 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  06135 

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
   01315 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  88215 

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
   83494 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  61494 

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
   66574 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  44574 

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
   49654 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  27654 

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
   22834 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  00834 

M✘Imperfect
GCACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
   05914 

gCAATACTTAGTTTcac gcACCA
hctam

tcefrepmI

-'5
  82914 

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
   87004 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  65004 

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
   60283 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  48183 

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
   43363 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  21363 

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
   46443 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  24443 

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
   39523 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  17523 

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
   22703 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  00703 

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
   15882 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  92882 

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
   97962 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  75962 

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
   70152 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  58052 

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
   43232 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  21232 

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
   26312 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  04312 

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
   28491 

tCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  06491 

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
   21671 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  09571 

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
   04751 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  81751 

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
   86831 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  64831 

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
   59911 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  37911 

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
   22101 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  00101 

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
    0528 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  8228  

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
    7736 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  5536  

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
    4054 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  2844  

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
    1362 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  9062  

M✘Imperfect
GAACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

            |||||||:|||||||::           
  RTU '3-
     857 

gCAATACTTAGTTTcac gaACCA
hctam

tcefrepmI

-'5
  637   

Predicted ByConservationPositionLocal AU2D Structure



TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAggccg-'3     

          |||||||||:  | | |             
  RTU '3-
   07895 

aCAATTATCATTgttat CGACCA
rem8

-'5
  84895 

M✘Imperfect
CGATCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

G--UUGU
31
G

41
A

51
A

61
UC-AGGCcg-'3     

          |||:|||  | ||| ||| |:||          
  RTU '3-
   96055 

tCTGATCACCTAGGTTCGgg CGATCA
hctam

tcefrepmI

-'5
  44055 

M✘Imperfect
CGACCG

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGgccg-'3     

          |||||:|  :||| ||||            
  RTU '3-
   08864 

cCTCTACTGAGTCacca CGACCG
hctam

tcefrepmI

-'5
  85864 

M✘Imperfect
CGATCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUG-U
31
G

41
A

51
A

61
UCAGGccg-'3     

          |||:|||| : ||||| | |           
  RTU '3-
   82804 

aCACTGACTTATTACtcg CGATCA
hctam

tcefrepmI

-'5
  50804 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GU--UGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          ||||||||  |:| | | |:|           
  RTU '3-
   38893 

tCACAATAGTGAATTCaat CGACCA
8m-rem7

-'5
  95893 

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
Ucaggccg-'3     

          ||||||||| |:|||               
  RTU '3-
   45153 

aCAA-ATTTAcctggtt CGACCA
rem8

-'5
  33153 

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUU-GU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          ||||||| | ||: ||   ||          
  RTU '3-
   54543 

aCCATCATGTAAGACGgt CGACCA
rem8

-'5
  22543 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

G-UUGU
31
G--

41
A

51
A

61
UCAGGccg-'3     

          ||||:|| ||| |  ||| |:|           
  RTU '3-
   10733 

tCTAACCCGTTTATTTCcct CGACTA
hctam

tcefrepmI

-'5
  67633 

M✘Imperfect
CCACCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GU-UGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          | |||||| |||||  |||||          
  RTU '3-
   93823 

aCAGACACT--GTCCGgt CCACCA
hctam

tcefrepmI

-'5
  81823 

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAggccg-'3     

          |||||||||:  | | |             
  RTU '3-
   49482 

aCAATTATCATTgttat CGACCA
rem8

-'5
  27482 

M✘Imperfect
CGATCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

G--UUGU
31
G

41
A

51
A

61
UC-AGGCcg-'3     

          |||:|||  | ||| ||| |:||          
  RTU '3-
   49632 

tCTGATCACCTAGGTTCGgg CGATCA
hctam

tcefrepmI

-'5
  96632 

M✘Imperfect
CGACCG

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGgccg-'3     

          |||||:|  :||| ||||            
  RTU '3-
   31551 

cCTCTACTGAGTCacca CGACCG
hctam

tcefrepmI

-'5
  19451 

M✘Imperfect
CGATCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUG-U
31
G

41
A

51
A

61
UCAGGccg-'3     

          |||:|||| : ||||| | |           
  RTU '3-
    0649 

aCACTGACTTATTACtcg CGATCA
hctam

tcefrepmI

-'5
  7349  

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GU--UGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          ||||||||  |:| | | |:|           
  RTU '3-
    5158 

tCACAATAGTGAATTCaat CGACCA
8m-rem7

-'5
  1948  

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
Ucaggccg-'3     

          ||||||||| |:|||               
  RTU '3-
    6873 

aCAA-ATTTAcctggtt CGACCA
rem8

-'5
  5673  

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUU-GU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          ||||||| | ||: ||   ||          
  RTU '3-
    7713 

aCCATCATGTAAGGCGgt CGACCA
rem8

-'5
  4513  

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

G-UUGU
31
G--

41
A

51
A

61
UCAGGccg-'3     

          ||||:|| ||| |  ||| |:|           
  RTU '3-
    4332 

tCTAACCCGTTTATTTCcct CGACTA
hctam

tcefrepmI

-'5
  9032  

M✘Imperfect
CCACCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GU-UGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          | |||||| |||||  |||||          
  RTU '3-
    1741 

aCAGACACT--GTCCGgt CCACCA
hctam

tcefrepmI

-'5
  0541  

Predicted ByConservationPositionLocal AU2D Structure



TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          ||||||| || ||   |||           
  RTU '3-
   99676 

aCTAC-CTACCTCCcgg CGACCA
rem8

-'5
  87676 

TM✘7mer-A1
ACGACCAT

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          ||||||:| :|||   ||:           
  RTU '3-
   02046 

aTACTACTATCTCTtaa CGACCA
1A-rem7

-'5
  89936 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          ||||||| ||   ||  |||          
  RTU '3-
   29925 

cCTAC---TACACCGaa CGACCA
8m-rem7

-'5
  37925 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGgccg-'3     

          |||||||  : || | ||            
  RTU '3-
   32554 

cC--TTCTGAATCgaca CGACCA
8m-rem7

-'5
  30554 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

G---UUGU
31
G

41
A

51
A

61
Ucaggccg-'3     

          |||||||   || :||||               
  RTU '3-
   28493 

gCTCGAAGGCTTAagacaca CGACCA
8m-rem7

-'5
  75493 

M✘Imperfect
CGATCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          |||:|||  |::  ||||||          
  RTU '3-
   24393 

cCT-CGTCCAGTCCGgc CGATCA
hctam

tcefrepmI

-'5
  12393 

M✘Imperfect
CGGCCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGgccg-'3     

          ||:||||| ||:  ||||            
  RTU '3-
   08263 

tCA-CATCAAGTCactc CGGCCA
hctam

tcefrepmI

-'5
  95263 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
Ucaggccg-'3     

          ||||:|||::::|||               
  RTU '3-
   48232 

aCAGTGTTTAaaattca CGACTA
hctam

tcefrepmI

-'5
  26232 

M✘Imperfect
CGATCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          |||:|||  |::  ||||||          
  RTU '3-
   55221 

cCT-CGTCCAGTCCGgt CGATCA
hctam

tcefrepmI

-'5
  43221 

M✘Imperfect
CGGCCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          ||:|||| :| ||  ||||           
  RTU '3-
   59701 

tCCGCTCT--GTCCttg CGGCCA
hctam

tcefrepmI

-'5
  57701 

M✘Imperfect
CGGCCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAggccg-'3     

          ||:||||| ||:  |||             
  RTU '3-
    4609 

tCA-CATCAAGTaactc CGGCCA
hctam

tcefrepmI

-'5
  3409  

Predicted ByConservationPositionLocal AU2D Structure



M✘Imperfect
CGACCT

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          ||||| |: :|:| |||||           
  RTU '3-
   08957 

cCGTTATTGAGTCCacc CGACCT
hctam

tcefrepmI

-'5
  85957 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU--
31
G

41
A

51
A

61
UCAGGccg-'3     

          ||||:|||| |  |  :||||           
  RTU '3-
   31806 

tCAAGAGACCAGGTCCatt CGACTA
hctam

tcefrepmI

-'5
  98706 

M✘Imperfect
CGGTCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UC-AGGccg-'3     

          ||::|||| |::|||| |||           
  RTU '3-
   15706 

aCACCGTTTAGGTCCtta CGGTCA
hctam

tcefrepmI

-'5
  82706 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUG-U
31
G

41
A

51
A

61
UCAGgccg-'3     

          |||||||| : |: || |:            
  RTU '3-
   00685 

cCACTTATGTAATTacta CGACCA
8m-rem7

-'5
  77585 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCaggccg-'3     

          ||||:||:|| | |||              
  RTU '3-
   70994 

aCGAC-CGTAGatacca CGACTA
hctam

tcefrepmI

-'5
  68894 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU----
31
G

41
A

51
A

61
UCAggccg-'3     

          ||||||| | |    | ||||             
  RTU '3-
   94682 

tCTAGAAGGTCGTAGTaggtt CGACCA
8m-rem7

-'5
  32682 

M✘Offset 6mer
GACCAC

ANRim '5-a

deeS
2
g

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGgccg-'3     

           |||||| : ||||||||            
  RTU '3-
   61082 

gCCG-ACTTAGTCgtta aGACCA
rem6
tesffO

-'5
  59972 

M✘Offset 6mer
GACCAC

ANRim '5-a

deeS
2
g

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

           ||||||: :| |||||:||          
  RTU '3-
   94962 

aCGTTA-TTAGTTCGgt aGACCA
rem6
tesffO

-'5
  82962 

TM✘7mer-A1
ACGACCAT

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

G-UUGU
31
G

41
A

51
A

61
UCaggccg-'3     

          ||||||: || ||||||              
  RTU '3-
   72142 

aTTAAGACTTAGgagact CGACCA
1A-rem7

-'5
  40142 

M✘Imperfect
CGATCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          |||:||||  :   :|||||          
  RTU '3-
   85491 

cCACAGAACGGTCCGtg CGATCA
hctam

tcefrepmI

-'5
  63491 

Predicted ByConservationPositionLocal AU2D Structure



TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUG-U
31
G

41
A

51
A

61
UCAGGccg-'3     

          |||||||  | || |: ||:           
  RTU '3-
   41186 

tCTTCTACATGATCTtgt CGACCA
8m-rem7

-'5
  19086 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
Ucaggccg-'3     

          |||||||  |  |||               
  RTU '3-
   45946 

cC--CTATTAcgaaact CGACCA
8m-rem7

-'5
  43946 

M✘Imperfect
CGACCG

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          |||||:|: || |  ||||           
  RTU '3-
   28646 

cCGTCAGTC-GTCCcgg CGACCG
hctam

tcefrepmI

-'5
  16646 

M✘Imperfect
CGGTCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          ||::||||||::||:| :|           
  RTU '3-
   87546 

cCAACGTTTGGGTCaat CGGTCA
hctam

tcefrepmI

-'5
  65546 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUG-U
31
G

41
A

51
A

61
UCAGGCcg-'3     

          |||||||||| |:  | || |          
  RTU '3-
   00546 

tCAACCATAAACTCAGtg CGACCA
8m-rem7

-'5
  77446 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

G-UUGU
31
G

41
A

51
A

61
Ucaggccg-'3     

          ||||||| |: ||| |               
  RTU '3-
   25875 

cCCAGGACTCAagataaa CGACCA
8m-rem7

-'5
  92875 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGgccg-'3     

          |||||||  :||  ||||            
  RTU '3-
   67735 

cCTCTACCGAGTCaccc CGACCA
8m-rem7

-'5
  45735 

M✘Imperfect
CGACGA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

G---UUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          |||| ||   |||||||:||: |          
  RTU '3-
   12093 

aCGAGAACACTTGGTTAGag CGACGA
hctam

tcefrepmI

-'5
  69983 

M✘Imperfect
CGAACA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A-

51
A

61
UCAGGccg-'3     

          ||| |||:|||:| ||||:|           
  RTU '3-
   19733 

cCGACATTCTAGTTCtta CGAACA
hctam

tcefrepmI

-'5
  86733 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A---

51
A

61
UCAGGccg-'3     

          |||||||  :||    ||||||           
  RTU '3-
   95782 

cCTCTACCGAGTAGTCCatt CGACCA
8m-rem7

-'5
  43782 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGgccg-'3     

          ||||:||:|:: | |||:            
  RTU '3-
   77811 

aCGATGGT-AGTTacca CGACTA
hctam

tcefrepmI

-'5
  65811 

M✘Offset 6mer
GACCAC

ANRim '5-a

deeS
2
g

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

           |||||||| :||||| | |          
  RTU '3-
   10311 

tCAA-GCTTAGACGGag aGACCA
rem6
tesffO

-'5
  08211 

M✘Imperfect
CGATCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GU----UGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          |||:||||    |:||||| |::           
  RTU '3-
    1753 

tCAGAGTATACTTAATTTttt CGATCA
hctam

tcefrepmI

-'5
  5453  

Predicted ByConservationPositionLocal AU2D Structure



M✘Imperfect
CTACCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

G-UUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          | ||||| ||| |||||| :|          
  RTU '3-
   02387 

aCGAACCCTTAGTGTGgg CTACCA
hctam

tcefrepmI

-'5
  79287 

M✘Imperfect
CGATCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GU-UGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          |||:|||  :: :|||||::|          
  RTU '3-
   24776 

tCCTGTTTTTAGTTTGaa CGATCA
hctam

tcefrepmI

-'5
  91776 

M✘Imperfect
CGATCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GU-UG-U
31
G

41
A

51
A

61
U-CAGGccg-'3     

          |||:|||: || ::||| |||:           
  RTU '3-
   01056 

aCGGACTGTTTATGTCTtca CGATCA
hctam

tcefrepmI

-'5
  58946 

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

G------UUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          |||||||      | |||| |  |||          
  RTU '3-
   21606 

aCTCTGGTACCACTAATACCGgt CGACCA
rem8

-'5
  48506 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCaggccg-'3     

          ||||:||  |::||:|              
  RTU '3-
   95995 

tCCCCGTTTGGagaatg CGACTA
hctam

tcefrepmI

-'5
  73995 

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
a

51
a

61
ucaggccg-'3     

          ||||||| :: |                  
  RTU '3-
   32205 

aCTGTCCgcacatggga CGACCA
rem8

-'5
  10205 

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUU-GU
31
G

41
A

51
A

61
ucaggccg-'3     

          |||||||   |||||                
  RTU '3-
   61184 

aCCCTCACTTttgaacat CGACCA
rem8

-'5
  39084 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          ||||:||:|| :  | ||||          
  RTU '3-
   34434 

cCGAC-TGGAATCCGgg CGACTA
hctam

tcefrepmI

-'5
  22434 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAggccg-'3     

          ||||:||::: ||| ||             
  RTU '3-
   84983 

aCGGTCCTTCGTgaacg CGACTA
hctam

tcefrepmI

-'5
  62983 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GU-UGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          |||||||  | :  |:|||:           
  RTU '3-
   73863 

tCCCAGGAATGGTCTtca CGACCA
8m-rem7

-'5
  41863 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          ||||:|| | ::|| | |||          
  RTU '3-
   51492 

tCTAAGTTT-GACCGaa CGACTA
hctam

tcefrepmI

-'5
  49392 

M✘Imperfect
CCACCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          | ||||| ||  ||||||:           
  RTU '3-
   68782 

aCCACTATTAGTCTtct CCACCA
hctam

tcefrepmI

-'5
  46782 

M✘Imperfect
CGAACA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A-

51
A

61
UCAGGccg-'3     

          ||| |||||||:| ||||:|           
  RTU '3-
   56922 

tCAACATTCTAGTTCcta CGAACA
hctam

tcefrepmI

-'5
  24922 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

G---UUGU
31
G

41
A

51
A

61
Ucaggccg-'3     

          |||||||   |||::| |               
  RTU '3-
   73522 

cCCCTAACGTTCAaccatgt CGACCA
8m-rem7

-'5
  21522 

M✘Imperfect
CGAACA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A-

51
A

61
UC-AGGccg-'3     

          ||| |||:|||:| ||| |||           
  RTU '3-
   61531 

cCGACATTCTAGCTCCtaa CGAACA
hctam

tcefrepmI

-'5
  29431 

Predicted ByConservationPositionLocal AU2D Structure



M✘Offset 6mer
GACCAC

ANRim '5-a

deeS
2
g

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

           ||||||  |||| :||||           
  RTU '3-
   45508 

gCC-CACTCGGTCCtac gGACCA
rem6
tesffO

-'5
  33508 

M✘Imperfect
CGACCT

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          ||||| |: :|:| |||||           
  RTU '3-
   94227 

cCGTTATTGAGTCCacc CGACCT
hctam

tcefrepmI

-'5
  72227 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU--
31
G

41
A

51
A

61
UCAGGccg-'3     

          ||||:|||| |  |  :||||           
  RTU '3-
   28075 

tCAAGAGACCAGGTCCatt CGACTA
hctam

tcefrepmI

-'5
  85075 

M✘Imperfect
CGGTCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UC-AGGccg-'3     

          ||::|||| |::|||| |||           
  RTU '3-
   02075 

aCACCGTTTAGGTCCtta CGGTCA
hctam

tcefrepmI

-'5
  79965 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUG-U
31
G

41
A

51
A

61
UCAGgccg-'3     

          |||||||| : |: || |:            
  RTU '3-
   96845 

cCACTTATGTAATTacta CGACCA
8m-rem7

-'5
  64845 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCaggccg-'3     

          ||||:||:|| | |||              
  RTU '3-
   67164 

aCGAC-CGTAGatacca CGACTA
hctam

tcefrepmI

-'5
  55164 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU----
31
G

41
A

51
A

61
UCAggccg-'3     

          ||||||| | |    | ||||             
  RTU '3-
   81942 

tCTAGAAGGTCGTAGTaggtt CGACCA
8m-rem7

-'5
  29842 

M✘Offset 6mer
GACCAC

ANRim '5-a

deeS
2
g

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGgccg-'3     

           |||||| : ||||||||            
  RTU '3-
   58242 

gCCG-ACTTAGTCgtta aGACCA
rem6
tesffO

-'5
  46242 

M✘Offset 6mer
GACCAC

ANRim '5-a

deeS
2
g

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

           ||||||: :| |||||:||          
  RTU '3-
   81232 

aCGTTA-TTAGTTCGgt aGACCA
rem6
tesffO

-'5
  79132 

TM✘7mer-A1
ACGACCAT

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

G-UUGU
31
G

41
A

51
A

61
UCaggccg-'3     

          ||||||: || ||||||              
  RTU '3-
   69302 

aTTAAGACTTAGgagact CGACCA
1A-rem7

-'5
  37302 

M✘Imperfect
CGATCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          |||:||||  :   :|||||          
  RTU '3-
   72751 

cCACAGAACGGTCCGtg CGATCA
hctam

tcefrepmI

-'5
  50751 

Predicted ByConservationPositionLocal AU2D Structure



M✘Imperfect
CGACCT

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          ||||| |: :|:| |||||           
  RTU '3-
   10986 

cCGTTATTGAGTCCacc CGACCT
hctam

tcefrepmI

-'5
  97886 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU--
31
G

41
A

51
A

61
UCAGGccg-'3     

          ||||:|||| |  |  :||||           
  RTU '3-
   43735 

tCAAGAGACCAGGTCCatt CGACTA
hctam

tcefrepmI

-'5
  01735 

M✘Imperfect
CGGTCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UC-AGGccg-'3     

          ||::|||| |::|||| |||           
  RTU '3-
   27635 

aCACCGTTTAGGTCCtta CGGTCA
hctam

tcefrepmI

-'5
  94635 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUG-U
31
G

41
A

51
A

61
UCAGgccg-'3     

          |||||||| : |: || |:            
  RTU '3-
   12515 

cCACTTATGTAATTacta CGACCA
8m-rem7

-'5
  89415 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCaggccg-'3     

          ||||:||:|| | |||              
  RTU '3-
   82824 

aCGAC-CGTAGatacca CGACTA
hctam

tcefrepmI

-'5
  70824 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU----
31
G

41
A

51
A

61
UCAggccg-'3     

          ||||||| | |    | ||||             
  RTU '3-
   07512 

tCTAGAAGGTCGTAGTaggtt CGACCA
8m-rem7

-'5
  44512 

M✘Offset 6mer
GACCAC

ANRim '5-a

deeS
2
g

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGgccg-'3     

           |||||| : ||||||||            
  RTU '3-
   73902 

gCCG-ACTTAGTCgtta aGACCA
rem6
tesffO

-'5
  61902 

M✘Offset 6mer
GACCAC

ANRim '5-a

deeS
2
g

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

           ||||||: :| |||||:||          
  RTU '3-
   07891 

aCGTTA-TTAGTTCGgt aGACCA
rem6
tesffO

-'5
  94891 

TM✘7mer-A1
ACGACCAT

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

G-UUGU
31
G

41
A

51
A

61
UCaggccg-'3     

          ||||||: || ||||||              
  RTU '3-
   84071 

aTTAAGACTTAGgagact CGACCA
1A-rem7

-'5
  52071 

M✘Imperfect
CGATCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          |||:||||  :   :|||||          
  RTU '3-
   97321 

cCACAGAACGGTCCGtg CGATCA
hctam

tcefrepmI

-'5
  75321 

Predicted ByConservationPositionLocal AU2D Structure



TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUG-U
31
G

41
A

51
A

61
UCAGGccg-'3     

          |||||||  | || |: ||:           
  RTU '3-
   40417 

tCTTCTACATGATCTtgt CGACCA
8m-rem7

-'5
  18317 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
Ucaggccg-'3     

          |||||||  |  |||               
  RTU '3-
   44286 

cC--CTATTAcgaaact CGACCA
8m-rem7

-'5
  42286 

M✘Imperfect
CGACCG

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          |||||:|: || |  ||||           
  RTU '3-
   27976 

cCGTCAGTC-GTCCcgg CGACCG
hctam

tcefrepmI

-'5
  15976 

M✘Imperfect
CGGTCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          ||::||||||::||:| :|           
  RTU '3-
   86876 

cCAACGTTTGGGTCaat CGGTCA
hctam

tcefrepmI

-'5
  64876 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUG-U
31
G

41
A

51
A

61
UCAGGCcg-'3     

          |||||||||| |:  | || |          
  RTU '3-
   09776 

tCAACCATAAACTCAGtg CGACCA
8m-rem7

-'5
  76776 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

G-UUGU
31
G

41
A

51
A

61
Ucaggccg-'3     

          ||||||| |: ||| |               
  RTU '3-
   24116 

cCCAGGACTCAagataaa CGACCA
8m-rem7

-'5
  91116 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGgccg-'3     

          |||||||  :||  ||||            
  RTU '3-
   66075 

cCTCTACCGAGTCaccc CGACCA
8m-rem7

-'5
  44075 

M✘Imperfect
CGACGA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

G---UUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          |||| ||   |||||||:||: |          
  RTU '3-
   11324 

aCGAGAACACTTGGTTAGag CGACGA
hctam

tcefrepmI

-'5
  68224 

M✘Imperfect
CGAACA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A-

51
A

61
UCAGGccg-'3     

          ||| |||:|||:| ||||:|           
  RTU '3-
   18073 

cCGACATTCTAGTTCtta CGAACA
hctam

tcefrepmI

-'5
  85073 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A---

51
A

61
UCAGGccg-'3     

          |||||||  :||    ||||||           
  RTU '3-
   94023 

cCTCTACCGAGTAGTCCatt CGACCA
8m-rem7

-'5
  42023 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGgccg-'3     

          ||||:||:|:: | |||:            
  RTU '3-
   76151 

aCGATGGT-AGTTacca CGACTA
hctam

tcefrepmI

-'5
  64151 

M✘Offset 6mer
GACCAC

ANRim '5-a

deeS
2
g

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

           |||||||| :||||| | |          
  RTU '3-
   19541 

tCAA-GCTTAGACGGag aGACCA
rem6
tesffO

-'5
  07541 

M✘Imperfect
CGATCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GU----UGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          |||:||||    |:||||| |::           
  RTU '3-
    1686 

tCAGAGTATACTTAATTTttt CGATCA
hctam

tcefrepmI

-'5
  5386  

Predicted ByConservationPositionLocal AU2D Structure



TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGgccg-'3     

          |||||||| |||| | ||            
  RTU '3-
   14608 

cCACCACTGA-TCacac CGACCA
8m-rem7

-'5
  02608 

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

G--UU---GU
31
G

41
A

51
A

61
UCAGGccg-'3     

          |||||||  ||   |||| | ||:           
  RTU '3-
   89767 

aCTGAAGATCACTGACTCTcta CGACCA
rem8

-'5
  17767 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          |||||||  :|:||   ||           
  RTU '3-
   45937 

cCC-TATTTCTGCCacc CGACCA
8m-rem7

-'5
  33937 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
Ucaggccg-'3     

          ||||:||| |:|| |               
  RTU '3-
   82317 

tCATCGCTAAcactaat CGACTA
hctam

tcefrepmI

-'5
  60317 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          ||||:||  :||| :|| ||          
  RTU '3-
   42136 

gC--TACTCGGTACGag CGACTA
hctam

tcefrepmI

-'5
  40136 

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
a

61
ucaggccg-'3     

          |||||||:| | |                 
  RTU '3-
   30465 

aCGAGAATcgacaccca CGACCA
rem8

-'5
  18365 

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A-

61
UCAGGccg-'3     

          |||||||||||  | |||||           
  RTU '3-
   93265 

aCAACAAGTGAGTCCtaa CGACCA
rem8

-'5
  61265 

M✘Imperfect
CGGCCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          ||:||||:: | || |||:|          
  RTU '3-
   85015 

cCGGGA-TTCGTCTGga CGGCCA
hctam

tcefrepmI

-'5
  73015 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

G-UUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          ||||||| ||| : |:||:|           
  RTU '3-
   95354 

cCTAACCTCTGGTTCatt CGACCA
8m-rem7

-'5
  63354 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGgccg-'3     

          |||||||| :| ||| |:            
  RTU '3-
   48204 

cCACTA-TTACTTgatt CGACCA
8m-rem7

-'5
  36204 

TM✘7mer-A1
ACGACCAT

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAggccg-'3     

          ||||||:| :|||  ||             
  RTU '3-
   43793 

aTACTACTCTGTggatg CGACCA
1A-rem7

-'5
  21793 

M✘Imperfect
CGGCCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCaggccg-'3     

          ||:|||| ||  ||:|              
  RTU '3-
   78333 

gCTACCATTGGcagggt CGGCCA
hctam

tcefrepmI

-'5
  56333 

M✘6mer
CGACCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G---

41
A

51
A

61
UCAGGCcg-'3     

          ||||||:  :||   |||||::|          
  RTU '3-
   63523 

tTTTTACGTTTTAGTTTGat CGACCA
rem6

-'5
  11523 

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUU---GU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          |||||||     ||:|| ||::|          
  RTU '3-
   78813 

aCTCTTTCATTTTGTTTGtt CGACCA
rem8

-'5
  26813 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

G-UUGU
31
G

41
A

51
A

61
UCAggccg-'3     

          ||||:|| || ::||| |             
  RTU '3-
   97432 

aCCAAAGTTTATTggata CGACTA
hctam

tcefrepmI

-'5
  65432 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
Ucaggccg-'3     

          |||||||| ||: ||               
  RTU '3-
   55212 

tCA-CATGTAagaacgg CGACCA
8m-rem7

-'5
  43212 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGgccg-'3     

          ||||||||  | ||  ||            
  RTU '3-
   84871 

gCACAAATTCCTCgatg CGACCA
8m-rem7

-'5
  62871 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          |||||||| | :|  ||: |          
  RTU '3-
   25821 

tCA-CTTTCTGTTGGgt CGACCA
8m-rem7

-'5
  13821 

M✘Imperfect
CGACAA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          |||| ||  |||| :|||||          
  RTU '3-
    4009 

tCTTCACTGGGTCCGca CGACAA
hctam

tcefrepmI

-'5
  2898  

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          ||||:|| : |  |||| |           
  RTU '3-
    5297 

cCCGGAGATAGTGCctc CGACTA
hctam

tcefrepmI

-'5
  3097  

Predicted ByConservationPositionLocal AU2D Structure



TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGgccg-'3     

          |||||||  :||  ||||            
  RTU '3-
   65967 

cCTCTACCGAGTCaccc CGACCA
8m-rem7

-'5
  43967 

M✘Imperfect
CGACCG

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGgccg-'3     

          |||||:|  :||  ||||            
  RTU '3-
   12767 

cCTCTACCGAGTCgctc CGACCG
hctam

tcefrepmI

-'5
  99667 

M✘Imperfect
CGATCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
Ucaggccg-'3     

          |||:|||:||| | |               
  RTU '3-
   82694 

cCGACAATGAcagatcc CGATCA
hctam

tcefrepmI

-'5
  60694 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

G---UUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          ||||:||   ||||:| :| :||          
  RTU '3-
   45224 

tCGCAAACATTAGGGTCGtt CGACTA
hctam

tcefrepmI

-'5
  92224 

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          ||||||| : | |  ||| |          
  RTU '3-
   14993 

aCTGGAGT--GTCAGca CGACCA
rem8

-'5
  12993 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          |||||||:| | |  ||:|           
  RTU '3-
   05813 

tCGAAAAT--GTTCaga CGACCA
8m-rem7

-'5
  03813 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
ucaggccg-'3     

          ||||||||| ::||                
  RTU '3-
   96642 

cCAAAGTTTcctgaacg CGACCA
8m-rem7

-'5
  74642 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          |||||||  ||| || ||:           
  RTU '3-
   37212 

tCTCCACCTAATCTctt CGACCA
8m-rem7

-'5
  15212 

M✘Imperfect
CGACCC

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          ||||| | || :| |||||           
  RTU '3-
   73361 

aCTACCTTCAGTCCcag CGACCC
hctam

tcefrepmI

-'5
  51361 

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GU---UGU
31
G

41
A

51
A

61
ucaggccg-'3     

          ||||||||   ||||||                
  RTU '3-
   61711 

aCATAGACACTTcacgaaag CGACCA
rem8

-'5
  19611 

Predicted ByConservationPositionLocal AU2D Structure



M✘Offset 6mer
GACCAC

ANRim '5-a

deeS
2
g

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAggccg-'3     

           ||||||| | : ||||             
  RTU '3-
   32049 

tCATCTTGTAGTagctg aGACCA
rem6
tesffO

-'5
  10049 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGgccg-'3     

          |||||||| |||| | ||            
  RTU '3-
   97348 

cCACCACTGA-TCacac CGACCA
8m-rem7

-'5
  85348 

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

G--UU---GU
31
G

41
A

51
A

61
UCAGGccg-'3     

          |||||||  ||   |||| | ||:           
  RTU '3-
   63508 

aCTGAAGATCACTGACTCTcta CGACCA
rem8

-'5
  90508 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          |||||||  :|:||   ||           
  RTU '3-
   29677 

cCC-TATTTCTGCCacc CGACCA
8m-rem7

-'5
  17677 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
Ucaggccg-'3     

          ||||:||| |:|| |               
  RTU '3-
   66057 

tCATCGCTAAcactaat CGACTA
hctam

tcefrepmI

-'5
  44057 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          ||||:||  :||| :|| ||          
  RTU '3-
   26866 

gC--TACTCGGTACGag CGACTA
hctam

tcefrepmI

-'5
  24866 

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
a

61
ucaggccg-'3     

          |||||||:| | |                 
  RTU '3-
   14106 

aCGAGAATcgacaccca CGACCA
rem8

-'5
  91106 

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A-

61
UCAGGccg-'3     

          |||||||||||  | |||||           
  RTU '3-
   77995 

aCAACAAGTGAGTCCtaa CGACCA
rem8

-'5
  45995 

M✘Imperfect
CGGCCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          ||:||||:: | || |||:|          
  RTU '3-
   69745 

cCGGGA-TTCGTCTGga CGGCCA
hctam

tcefrepmI

-'5
  57745 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

G-UUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          ||||||| ||| : |:||:|           
  RTU '3-
   79094 

cCTAACCTCTGGTTCatt CGACCA
8m-rem7

-'5
  47094 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGgccg-'3     

          |||||||| :| ||| |:            
  RTU '3-
   22044 

cCACTA-TTACTTgatt CGACCA
8m-rem7

-'5
  10044 

TM✘7mer-A1
ACGACCAT

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAggccg-'3     

          ||||||:| :|||  ||             
  RTU '3-
   27434 

aTACTACTCTGTggatg CGACCA
1A-rem7

-'5
  05434 

M✘Imperfect
CGGCCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCaggccg-'3     

          ||:|||| ||  ||:|              
  RTU '3-
   52173 

gCTACCATTGGcagggt CGGCCA
hctam

tcefrepmI

-'5
  30173 

M✘6mer
CGACCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G---

41
A

51
A

61
UCAGGCcg-'3     

          ||||||:  :||   |||||::|          
  RTU '3-
   47263 

tTTTTACGTTTTAGTTTGat CGACCA
rem6

-'5
  94263 

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUU---GU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          |||||||     ||:|| ||::|          
  RTU '3-
   52653 

aCTCTTTCATTTTGTTTGtt CGACCA
rem8

-'5
  00653 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

G-UUGU
31
G

41
A

51
A

61
UCAggccg-'3     

          ||||:|| || ::||| |             
  RTU '3-
   71272 

aCCAAAGTTTATTggata CGACTA
hctam

tcefrepmI

-'5
  49172 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
Ucaggccg-'3     

          |||||||| ||: ||               
  RTU '3-
   39942 

tCA-CATGTAagaacgg CGACCA
8m-rem7

-'5
  27942 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGgccg-'3     

          ||||||||  | ||  ||            
  RTU '3-
   68512 

gCACAAATTCCTCgatg CGACCA
8m-rem7

-'5
  46512 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          |||||||| | :|  ||: |          
  RTU '3-
   09561 

tCA-CTTTCTGTTGGgt CGACCA
8m-rem7

-'5
  96561 

M✘Imperfect
CGACAA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          |||| ||  |||| :|||||          
  RTU '3-
   24721 

tCTTCACTGGGTCCGca CGACAA
hctam

tcefrepmI

-'5
  02721 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          ||||:|| : |  |||| |           
  RTU '3-
   36611 

cCCGGAGATAGTGCctc CGACTA
hctam

tcefrepmI

-'5
  14611 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGgccg-'3     

          ||||||||: ||||| |:            
  RTU '3-
    3553 

tCAG-ACTTACTTgact CGACCA
8m-rem7

-'5
  2353  

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

Guugu
31
g

41
a

51
a

61
ucaggccg-'3     

          |||||||                       
  RTU '3-
      29 

aCccggagaacctcccg CGACCA
rem8

-'5
  07    

Predicted ByConservationPositionLocal AU2D Structure



TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          |||||||| | ||  |||||          
  RTU '3-
   46759 

aCA-C-CTGTGTCCGtc CGACCA
rem8

-'5
  44759 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAggccg-'3     

          ||||||| ||    |||             
  RTU '3-
   86438 

tCTACCAAAAGTggatg CGACCA
8m-rem7

-'5
  64438 

M✘Imperfect
CGATCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCaggccg-'3     

          |||:||| ||||  ||              
  RTU '3-
   05257 

tCTACACCCAGggtcat CGATCA
hctam

tcefrepmI

-'5
  82257 

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUU--GU
31
G

41
A

51
A

61
UCAGGccg-'3     

          |||||||:   ||:  ||||:           
  RTU '3-
   75017 

aCGTGTCATCGAGTCTtgt CGACCA
rem8

-'5
  33017 

M✘Imperfect
CGACCC

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          ||||| |:|:::|| ||||           
  RTU '3-
   41607 

cCGATGTTTTGTCCatc CGACCC
hctam

tcefrepmI

-'5
  29507 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GU--UGU
31
G

41
A

51
A

61
ucaggccg-'3     

          ||||||||  | | ||                
  RTU '3-
   95266 

tCATAAAAGTTttgatgtc CGACCA
8m-rem7

-'5
  53266 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUG--U
31
G

41
A

51
A

61
UCAGGccg-'3     

          ||||||| |:  | ||| ||:           
  RTU '3-
   97994 

tCTATTAAATTA-TCTtca CGACCA
8m-rem7

-'5
  65994 

M✘Imperfect
CGACCT

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          ||||| | ||||| :||: |          
  RTU '3-
   00494 

tCTACACTGGGTTGGgg CGACCT
hctam

tcefrepmI

-'5
  87394 

M✘Imperfect
CGATCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGgccg-'3     

          |||:|||| |||| | ||            
  RTU '3-
   17934 

cCA-CACTAACTCgata CGATCA
hctam

tcefrepmI

-'5
  05934 

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
U-CAGGCcg-'3     

          |||||||  | || | ||:||          
  RTU '3-
   91313 

aC--C-CTAACGTTCGaa CGACCA
rem8

-'5
  99213 

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

G--UUGU
31
G

41
A

51
A

61
Ucaggccg-'3     

          |||||||  ||:|: ||               
  RTU '3-
   01222 

aCTGAATATATAaagaaaa CGACCA
rem8

-'5
  68122 

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          |||||||  :|:|| | :|           
  RTU '3-
   79471 

aCTTTATTTTGATCata CGACCA
rem8

-'5
  57471 

M✘Imperfect
CGAACA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A-

51
A

61
UCAGGccg-'3     

          ||| |||:|:|:| ||||:|           
  RTU '3-
   25421 

cCGATATTCTAGTTCtta CGAACA
hctam

tcefrepmI

-'5
  92421 

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
U-CAGGCcg-'3     

          |||||||  | || | ||:||          
  RTU '3-
   72021 

aC--C-CTAACGTTCGaa CGACCA
rem8

-'5
  70021 

TM✘7mer-A1
ACGACCAT

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
U-CAG-GCcg-'3     

          ||||||::|  :||| ||: ||          
  RTU '3-
   95801 

aTGAGTTTTATGTTACGgt CGACCA
1A-rem7

-'5
  53801 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAggccg-'3     

          ||||:||| :| ||| |             
  RTU '3-
    3727 

aCATTAATTACTggact CGACTA
hctam

tcefrepmI

-'5
  1527  

M✘Imperfect
TGACCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGgccg-'3     

          :|||||::::|||||| |            
  RTU '3-
     421 

aTGGTACTTAGGCatcc TGACCA
hctam

tcefrepmI

-'5
  201   

Predicted ByConservationPositionLocal AU2D Structure



M✘Imperfect
AGATCA

ANRim '5-a

deeS
2
g

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A--

61
UCAGgccg-'3     

           ||:||||||||||  :|||            
  RTU '3-
   79158 

cCAACACTTTTGGTCacct aGATCA
hctam

tcefrepmI

-'5
  37158 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
a

61
ucaggccg-'3     

          ||||:|||| |||                 
  RTU '3-
   15287 

gCAAGACTacacaagtg CGACTA
hctam

tcefrepmI

-'5
  92287 

M✘Imperfect
CGAACA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A-

51
A

61
UCAGGCcg-'3     

          ||| |||:|||:| ||||:||          
  RTU '3-
   44427 

cCGACATTCTAGTTCGaa CGAACA
hctam

tcefrepmI

-'5
  12427 

TM✘7mer-A1
ACGACCAT

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GU---UGU
31
G

41
A

51
A-----

61
UCAGGCcg-'3     

          ||||||:|   ||||||     |||:||          
  RTU '3-
   00576 

aTATAAACACTTCACCTAGTTCGac CGACCA
1A-rem7

-'5
  07476 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A-

51
A

61
UCAGGCcg-'3     

          |||||||  :|:| |  |:||          
  RTU '3-
   06885 

tCC-TATTCTCTTTCGtt CGACCA
8m-rem7

-'5
  83885 

M✘Imperfect
CGATCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G-

41
A

51
A

61
Ucaggccg-'3     

          |||:|||| ||| |||               
  RTU '3-
   59005 

aCA-CACGTTAccacagt CGATCA
hctam

tcefrepmI

-'5
  37005 

TM✘7mer-A1
ACGACCAT

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          ||||||:||:: || || |           
  RTU '3-
   02173 

aTAATG-TTCGTACtgg CGACCA
1A-rem7

-'5
  99073 

M✘Imperfect
ACACCA

ANRim '5-a

deeS
2
g

3
c

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAggccg-'3     

            ||||||||||||| |             
  RTU '3-
   31123 

aCAACACTTATTatatc acACCA
hctam

tcefrepmI

-'5
  19023 

M✘Imperfect
CAACCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          | |||||:|| :||| |::|          
  RTU '3-
   96003 

cCGACCTTTACTTTGtg CAACCA
hctam

tcefrepmI

-'5
  74003 

M✘Imperfect
CGACCT

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUU-GU
31
G

41
A

51
A

61
UCAGgccg-'3     

          ||||| ||: ||||| |||            
  RTU '3-
    4439 

tCAGTCACTTTGTCgttc CGACCT
hctam

tcefrepmI

-'5
  1239  

Predicted ByConservationPositionLocal AU2D Structure



M✘Imperfect
CGATCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          |||:|||:| ||||| | ||          
  RTU '3-
   78637 

aCGA-ACTTA-TACGga CGATCA
hctam

tcefrepmI

-'5
  76637 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGgccg-'3     

          |||||||  :||  ||||            
  RTU '3-
   32205 

cCTCTACCGAGTCaccc CGACCA
8m-rem7

-'5
  10205 

M✘Imperfect
CGATCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          |||:|||:| ||||| | ||          
  RTU '3-
   53264 

aCGA-ACTTA-TACGga CGATCA
hctam

tcefrepmI

-'5
  51264 

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
Ucaggccg-'3     

          |||||||  | ||||               
  RTU '3-
   50014 

aC--C-CTTAcgattca CGACCA
rem8

-'5
  68904 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
Ucaggccg-'3     

          ||||:|||| |:|||               
  RTU '3-
   13313 

aCAA-ATTTAcctggtt CGACTA
hctam

tcefrepmI

-'5
  01313 

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          ||||||| ::::   ||||           
  RTU '3-
   41752 

aCTGTGT---GTCCacg CGACCA
rem8

-'5
  59652 

M✘Imperfect
CGACCC

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A-

51
A--

61
UCAGGccg-'3     

          ||||| ||||:|| |  |||||           
  RTU '3-
   67052 

tCAACGCTCTGAAGTCCatg CGACCC
hctam

tcefrepmI

-'5
  15052 

M✘Imperfect
CGACTA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
Ucaggccg-'3     

          ||||:|||| |:|||               
  RTU '3-
   74332 

aCAA-ATTTAcctggtt CGACTA
hctam

tcefrepmI

-'5
  62332 

M✘Imperfect
CGACCC

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU-
31
G

41
A

51
A

61
UCAGgccg-'3     

          ||||| |:||  |||||||            
  RTU '3-
   18891 

tCGACTTCTTAGTCgaca CGACCC
hctam

tcefrepmI

-'5
  85891 

M✘Imperfect
CGACCT

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          ||||| |  |||| :||:||          
  RTU '3-
   39391 

cCTTCACTGGGTTCGgg CGACCT
hctam

tcefrepmI

-'5
  17391 

M✘6mer
CGACCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGgccg-'3     

          |||||| |||||| |||:            
  RTU '3-
   36091 

tAAACACTCAGTTgaac CGACCA
rem6

-'5
  14091 

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
Ucaggccg-'3     

          |||||||:||   ||               
  RTU '3-
   39321 

aCGACTGATAcaacacc CGACCA
rem8

-'5
  17321 

M✘Offset 6mer
GACCAC

ANRim '5-a

deeS
2
g

3
C

4
U

5
G

6
G

7
U

gniriap'3

G-UUGU
31
G

41
A

51
A

61
UCAggccg-'3     

           |||||| || |||| ||             
  RTU '3-
    5551 

tCTAAAACTTTGTgaaaa aGACCA
rem6
tesffO

-'5
  2351  

Predicted ByConservationPositionLocal AU2D Structure



TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A--

51
A

61
UCAGGccg-'3     

          |||||||:: | |  |:|| |           
  RTU '3-
   09546 

tCGGGAGTCCTGGTGCacc CGACCA
8m-rem7

-'5
  66546 

M✘Offset 6mer
GACCAC

ANRim '5-a

deeS
2
g

3
C

4
U

5
G

6
G

7
U

gniriap'3

GU-UGU
31
G-

41
A

51
A

61
UCAGGCcg-'3     

           ||||||: |||| || ||::|          
  RTU '3-
   89536 

tCGGACACCTTTGTTTGta aGACCA
rem6
tesffO

-'5
  47536 

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GU-UGU
31
G

41
A

51
A---

61
UCAGGCcg-'3     

          |||||||| | ||||   | ||:|          
  RTU '3-
   72485 

aCACAGACTTCTCACTCTGac CGACCA
rem8

-'5
  10485 

M✘Imperfect
CGACCG

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGgccg-'3     

          |||||:| ::||  ||||            
  RTU '3-
   39634 

cCTGTACCGAGTCgtcc CGACCG
hctam

tcefrepmI

-'5
  17634 

M✘Imperfect
CGATCA

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

G--UUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          |||:|||  :||:||  |||||          
  RTU '3-
   91893 

aCTTGACGCT--GTCCGat CGATCA
hctam

tcefrepmI

-'5
  79793 

TM✘
8mer

ACGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUG---U
31
G-

41
A

51
A

61
UCaggccg-'3     

          |||||||  |   || ||||              
  RTU '3-
   50472 

aCTCCTTGACGTTAGcagttg CGACCA
rem8

-'5
  97372 

TM✘7mer-A1
ACGACCAG

ANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGCcg-'3     

          |||||| | || | ||||:|          
  RTU '3-
   98891 

aGACCAATGAGTCTGta CGACCA
1A-rem7

-'5
  76891 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          ||||||||:: :| | | |           
  RTU '3-
   89461 

cCAGT-TTAAATACtga CGACCA
8m-rem7

-'5
  77461 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          |||||||||  ||||||||           
  RTU '3-
   98361 

gCAAATCTTAGTCCttc CGACCA
8m-rem7

-'5
  76361 

TM✘
7mer-m8

CGACCACANRim '5-a

deeS
2
G

3
C

4
U

5
G

6
G

7
U

gniriap'3

GUUGU
31
G

41
A

51
A

61
UCAGGccg-'3     

          |||||||  :|||  ||||           
  RTU '3-
   88421 

tC--TACTACGTCCcga CGACCA
8m-rem7

-'5
  86421 

Predicted ByConservationPositionLocal AU2D Structure



M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
   81016 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  99906 

M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
   15195 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  23195 

M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
   39275 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  47275 

M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
   02455 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  10455 

M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
   84535 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  92535 

M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
   67615 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  75615 

M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
   40894 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  58794 

M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
   13974 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  21974 

M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
   06064 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  14064 

M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
   88144 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  96144 

M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
   61324 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  79224 

M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
   44404 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  52404 

M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
   27583 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  35583 

M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
   00763 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  18663 

M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
   54372 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  62372 

M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
   37452 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  45452 

M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
   00632 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  18532 

M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
   82712 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  90712 

M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
   65891 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  73891 

M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
   87971 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  95971 

M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
   60161 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  78061 

M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
   43241 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  51241 

M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
   16321 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  24321 

M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
   88401 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  96401 

M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
    6168 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  7958  

M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
    3476 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  4276  

M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
    0784 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  1584  

M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
    7992 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  8792  

M✘Imperfect
TTGTCG

ANRim '5-u

deeS
2
A

3
A

4
C

5
A

6
G

7
U

gniriap'3

CUCCA
31
G

41
U

51
C

61
ACGGcca-'3     

          |||||:| |  :||||:|           
  RTU '3-
    4211 

gGTG--TAGTGTCcac TTGTCG
hctam

tcefrepmI

-'5
  5011  

Predicted ByConservationPositionLocal AU2D Structure


